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<160> 114 
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<210> 1 
<211> 1851 
<212> DNA 

<213> Candida albicans 



\ 



<130> 50899/002 



\ 



<400> 1 

atgtcattag ataattcaac agaaaaccgt gatttggaag aaaaggaaga aattccaaag 60 
aacgaacata acgaacaagg cgaacaaaac gagaacaatg agcatatacc tactttggaa 12 0 
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gataaaccat 


tgaaggaata 


tattggtatt 


agtattttgt 


gtttccttat 


tgcctttggt 


180 


ggtttcgttt 


ttggtttcga 


tactggtacc 


atttctggtt 


tcattaacat 


gactgacttt 


240 


ttagaaagat 


ttggtggtac 


taaagctgac 


ggtactcttt 


acttttccaa 


cgttagaact 


300 


ggtttattga 


ttggtttgtt 


caatgtgggt 


tgtgccattg 


gtgcattatt 


cttgtccaaa 


360 


gtcggtgata 


tgtacggtag 


aagagttggt 


atcatgactg 


ctatgatcat 


ttatattgtt 


420 


ggtattattg 


ttcaaattgc 


ttctcaacat 


gcttggtatc 


aaatcatgat 


tggtagaatt 


480 


atcactggtc 


ttgctgttgg 


tatgttatca 


gttttgtgtc 


cattatttat 


ctcagaggtt 


540 


tctcccaaac 


atttaagagg 


tacattagtt 


tattgtttcc 


aattgatgat 


taccttgggt 


600 


attttcttgg 


gttactgtac 


cagttacggt 


actaagaaat 


attctgactc 


cagacaatgg 


660 


agaattccat 


tgggtttatg 


ctttgcttgg 


gccttgtgtt 


tgcttggtgg 


tatggtaaga 


720 


atgccagaat 


ctccacgtta 


ccttgtcggt 


aaagatagaa 


ttgacgatgc 


taagatttca 


780 


cttgccaaaa 


ctaacaaggt 


ttctccagag 


gaccctgcat 


tataccgtga 


acttcaatta 


840 


atccaagctg 


gtgttgaaag 


agaaagattg 


gccggtaagg 


catcttgggg 


tgctttaatc 


900 


actggtaaac 


caagaatcct 


tgaaagagtt 


attgttggag 


gtatgttgca 


atcattgcaa 


960 


caattgactg 


gtgataacta 


tttcttctac 


tacagtacca 


ccattttcaa 


gtctgtcggt 


1020 


ttaaatgatt 


ccttcgaaac 


atctattatc 


cttggtgtca 


tcaactttgc 


ttccactttt 


1080 


gttggtattt 


atgccattga 


aagattgggt 


agaagacttt 


gtttattaac 


tggttccgtt 


1140 


gccatgtcca 


tttgtttctt 


aatttactca 


ttgattggta 


ctcaacatct 


ttacattgat 


1200 


caaccaggtg 


gtccaaccag 


aaaaccagat 


ggtaacgcta 


tgattttcat 


tactgcactt 


1260 


tatgttttct 


tcttcgcttc 


tacatgggct 


ggtggtgtct 


actccattgt 


ttctgaactt 


1320 


tatccattaa 


aagtcagaag 


taaggctatg 


ggttttgcta 


atgcatgtaa 


ctggttgtgg 


1380 


ggtttcttga 


tttccttctt 


cacttcattt 


atcactgatg 


ctatccactt 


ctattatggt 


1440 


tttgtgttta 


tgggctgttt 


agtgttttcc 


attttctttg 


tttactttat 


gatttatgaa 


1500 


actaaaggtc 


ttactttaga 


ggaaattgat 


gaattatact 


ctaccaaggt 


tgttccatgg 


1 r r ft 


aaatcagccg 


gttgggttcc 


accttctgac 


gaagaaatgg 


ttcgtgcaaa 


aggctatact 


1620 


ggtgatatcc 


acgcagatga 


agagcaagtt 


taatcaactc 


tttgtcaatt 


aatgctgtac 


1680 


ttgttttcat 


tttatttgct 


ggcatttaaa 


gaatacccat 


agttcagaaa 


ataaaattga 


1740 


aaaatttaaa 


aaaaaacgca 


atatcattca 


ttttttttgt 


ttttttgaca 


ataatattaa 


1800 


tatgtagtta 


ccaatgtttt 


tagattttat 


atgttttgaa 


aaaatagttt 


g 


1851 



• # 
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<210> 2 
<211> 648 
<212> DNA 

<213> Candida albicans 



<400> 2 



aacctcttat 


tcggttctag 


tgtctcaatt 


ggttatccat 


taacatctat 


tcccaactcc 


60 


atcattattg 


gcaataaata 


aatgggtgtt 


atatctattg 


gtaataacta 


aactggtgtc 


120 


aattcaattc 


caatatggtc 


atgacaattg 


aaagtgttac 


tgttctggtt 


tacatattct 


180 


acaggttaca 


actattgatt 


ggttagaagt 




CL ^ Cl \w V— t— y 


\_ y L_ CLGLy Cl Cl L- 


24 0 


aaatgttggt 


catatcaatt 


gaatcatttg 


ttggtgttat 


ggtaagtaaa 


tgctggttat 


300 


atctattatc 


tacaaccacc 


aagtgataaa 


tgctgaaccg 


tagtcaccaa 


ctgttatgct 


360 


ggttgtatct 


attgactaaa 


actaccctag 


ggataaatgc 


tgaaccgtgg 


ttaccaactg 


420 


ttatgctggt 


tgtatctatt 


aactgcaacc 


accaaatgat 


aaatgctgaa 


ccataattac 


480 


caactgttac 


attgctggta 


ctacattaag 


aataaatgct 


gcatctacaa 


gtaccacctg 


540 


ttgtgttaat 


aaatgctgca 


cctgctagta 


caactgttgc 


tggtcatgat 


agttactaca 


600 


cattacacac 


cagacagtgg 


caaacaaggt 


tatgtagaaa 


ccaacgtt 




648 


<210> 3 














<211> 1497 














<212> DNA 














<213> Candida albicans 










<400> 3 














gatatctgca 


gaattcggct 


tctctctcat 


cttcacacaa 


tgcattttac 


aagtagccta 


60 


ctagccacct 


tgatatggtt 


tacattaccg 


gttcaaagtt 


tgaatactga 


atctaggaca 


120 


acttcaaata 


acacaatatc 


aatacttaca 


aaccattttc 


aaatactaaa 


ggatttgcta 


180 
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ccatatagca 


aaacttctaa 


accgcaaatc 


aaggaatcca 


gaeegttgat 


taaagttctg 


240 


acraaatOQaci 


tgccaataaa 


tttccacagg 


gctccggcta 


taataatgaa 


atcgaacaaa 


300 


acagacgatt 


tagtcaggaa 


tagcaataaa 


acaatggtgc 


taactgaaat 


aaaaacgatt 


360 


ac tgaatttg 


caactaccac 


tgtttcccct 


acacaagaat 


ttcaagcact 


acagataaac 


420 


cttaacacgt 


tatcaataga 


gacttcaaca 


ccaacattcc 


aatcccatga. 


ctttccaccg 


480 


attaccattg 


aagacacacc 


caaaacacta 


gaaccagaag 


aategtcaga 


tgctttgcag 


540 


agggatgcat 


ttgatcaaat 


taagaaacta 


gaaaaat tgg 


tattggattt 


gagacttgaa 


600 


atgaaagagc 


aacaaaagag 


tttcaacgat 


caattagtgg 


atatatatac 


cgcaagaagt 


660 


attgtt ccaa 


tttatactac 


acatatcgtc 


actteggega 


ttccatcgta 


tgtaccaaaa 


720 


gaagaagtaa 


tggtttcaca 


tgatactgca 


ccaattgtaa 


gtegtcctag 


aacagatatt 


780 


ccagtatctc 


aacgaattga 


tact ate tea 


aaacataaaa 


tgaatggaaa 


aaatatattg 


840 


aacaacaatc 


ctccgcccaa 


ttcagtttta 


atagttcctc 


agtttcagtt 


ccatgaaaga 


900 


atggccacca 


aaaccgaagt 


agcttatatg 


aaaccaaaaa 


ttgtctggac 


caactttcca 


960 


accactactg 


caacgtcaat 


gtttgacaat 


tttattttaa 


aaaatcttgt 


tgacgaaacg 


1020 


gattctgaaa 


t tcrataatcrQ 


tgaaactgaa 


ttgtctgacg 


attattatta 


ctattatagt 


1080 


tacgaagatg 


atggtaaaga 


agacgatagt 


gatgagatta 


eggctcaaat 


actattatcc 


1140 


aattcagaat 


taggcacgaa 


gaegecaaat 


tttgaggatc 


cttttgaaca 


aatcaatatt 


1200 


gaagacaata 


aagtaatatc 


tgttaataca 


ccaaagacaa 


agaaacctac 


tacaacagta 


1260 


tttggcactt 


ctactagtgc 


attatcaact 


tttgaaagta 


caatatttga 


aattcccaaa 


1320 


ttcttttatg 


gtagcagaag 


aaaacaactg 


agctcattca 


aaaataagaa 


cagtacaatc 


1380 


aaatttgatg 


tgtttgattg 


gatatttgaa 


agtggtacta 


ccaatgagaa 


agtacatgga 


1440 


ttagtgttgg 


tgtctagtgg 


tgttctacta 


ggaacttgtc 


tattgttcat 


tttgtag 


1497 



<210> 4 

<211> 485 

<212> PRT 

<213> Candida albicans 



<400> 4 
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Met His Phe Thr 
1 

Pro Val Gin Ser 
20 

lie Ser lie Leu 
35 

Tyr Ser Lys Thr 
50 

Lys Val Ser Arg 
65 

He He Met Lys 

Lys Thr Met Val 
100 

Thr Thr Val Ser 
115 

Asn Thr Leu Ser 
130 



Ser Ser Leu Leu 
5 

Leu Asn Thr Glu 

Thr Asn His Phe 
40 

Ser Lys Pro Gin 
55 

Asp Gly Val Pro 
70 

Ser Asn Lys Thr 
85 

Leu Thr Glu He 

Pro Thr Gin Glu 
120 

He Glu Thr Ser 
135 



Ala Thr Leu He 
10 

Ser Arg Thr Thr 
25 

Gin He Leu Lys 

He Lys Glu Ser 
60 

He Asn Phe His 
75 

Asp Asp Leu Val 
90 

Lys Thr He Thr 
105 

Phe Gin Ala Leu 

Thr Pro Thr Phe 
140 



Trp Phe Thr Leu 
15 

Ser Asn Asn Thr 
30 

Asp Leu Leu Pro 
45 

Arg Pro Leu He 

Arg Ala Pro Ala 
80 

Arg Asn Ser Asn 
95 

Glu Phe Ala Thr 
110 

Gin He Asn Leu 
125 

Gin Ser His Asp 



Phe. Pro Pro He Thr He Glu Asp Thr Pro Lys Thr Leu Glu Pro Glu 
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145 

Glu Ser Ser Asp 

Leu Glu Lys Leu 
180 

Lys Ser Phe Asn 
195 

Val Pro lie Tyr 
210 

Val Pro Lys Glu 
225 

Ser Arg Pro Arg 

Ser Lys His Lys 
260 

Pro Asn Ser Val 
275 

Ala Thr Lys Thr 
290 



150 

Ala Leu Gin Arg 
165 

Val Leu Asp Leu 

Asp Gin Leu Val 
200 

Thr Thr His lie 
215 

Glu Val Met Val 
230 

Thr Asp lie Pro 
245 

Met Asn Gly Lys 

Leu lie Val Pro 
280 

Glu Val Ala Tyr 
295 



155 

Asp Ala Phe Asp 
170 

Arg Leu Glu Met 
185 

Asp lie Tyr Thr 

Val Thr Ser Ala 
220 

Ser His Asp Thr 
235 

Val Ser Gin Arg 
250 

Asn lie Leu Asn 
265 

Gin Phe Gin Phe 

Met Lys Pro Lys 
300 



160 

Gin lie Lys Lys 
175 

Lys Glu Gin Gin 
190 

Ala Arg Ser lie 
205 

lie Pro Ser Tyr 

Ala Pro lie Val 
240 

lie Asp Thr lie 
255 

Asn Asn Pro Pro 
270 

His Glu Arg Met 
285 

lie Val Trp Thr 
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Asn Phe Pro Thr 
305 

Lys Asn Leu Val 

Glu Leu Ser Asp 
. 340 

Lys Glu Asp Asp 
355 

Ser Glu Leu Gly 
370 

lie Asn lie Glu 
385 

Lys Lys Pro Thr 

Thr Phe Glu Ser 
420 

Arg Arg Lys Gin 
435 

Phe Asp Val Phe 



Thr Thr Ala Thr 
310 

Asp Glu Thr Asp 
325 

Asp Tyr Tyr Tyr 

Ser Asp Glu lie 
360 

Thr Lys Thr Pro 
375 

Asp Asn Lys Val 
390 

Thr Thr Val Phe 
405 

Thr lie Phe Glu 

Ser Ser Ser Phe 
440 

Asp Trp lie Phe 



Ser Met Phe Asp 
315 

Ser Glu lie Asp 
330 

Tyr Tyr Ser Tyr 
345 

Thr Ala Gin lie 

Asn Phe Glu Asp 
380 

lie Ser Val Asn 
395 

Gly Thr Ser Thr 
410 

lie Pro Lys Phe 
425 

Lys Asn Lys Asn 
Glu Ser Gly Thr 



Asn Phe lie Leu 
320 

Ser Gly Glu Thr 
335 

Glu Asp Asp Gly 
350 

Leu Leu Ser Asn 
365 

Pro Phe Glu Gin 

Thr Pro Lys Thr 
400 

Ser Ala Leu Ser 
415 

Phe Tyr Gly Ser 
430 

Ser Thr lie Lys 
445 

Thr Asn Glu Lys 
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450 455 460 

Val. His Gly Leu Val Leu Val Ser Ser Gly Val Leu Leu Gly Thr Cys 
465 470 475 480 

Leu Leu Phe lie Leu 
485 



<210> 5 
<211> 2193 
<212> DNA 

<213> Candida albicans 
<400> 5 

atgcaaccca cggtacaaca ctttaagatc ctagggatat ctcccacgtc aacattagat 60 
gaaatcagga gggcataccg caaactatca ttgcgatacc accctgacaa aacaccacgt 12 0 
cgagaagatc atgaaaaatt taaagagatc aatatagcat atgaaacaat tagagattat 18 0 
tatcaagaga atgggcaaaa gaacagtcaa ccgatcccta acacaaacac agagcataat 24 0 
tcccatcaaa aaccacatta taacactggc ccttattcca catatcgttt tacgacctca 300 
tctaccacga ctgataatac caatcacact ggacattcaa gttctcggtt tacttattat 360 
aatttccacc aaaaagcgca agagaataac cgcaaacaag atgaagaaag ggcagcccaa 42 0 
cgtgaacgat taaaaaagga gctcttccag aggcaacaag cggaagaagc acaacgaaag 48 0 
aaggaatttg aacaaaaggc cgaattcatc aaagcatcat tacttgaaat gcgccgaaga 54 0 
gaaatagaga ggcggaaaca gcaaaaggaa agggaacaaa gacaaaagga gcacgaagca 60 0 
aagagggata tcaggataca acaactttca gagcaggatt cacggagtaa tcaaactaaa 660 
gaagaagagg aagtgttcaa gaaggcccgg tctactaatt cgggagcaga cgagactggt 72 0 
ttgatgtcag ataaagagtt tgatgattct gcatattcac ccgattattt gtttgaagag 78 0 
aatttgtgga ataaaccaaa tcatccagat acaaatcata aaaccaaaaa atatactgag 84 0 
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aatgtggttg aaaatctaga ttctccacca 
catgatgaaa ctaatattca aaatgagatc 
cagatgaaag ctacatccag tgtcaataat 
tcactttcca cttctgaaaa caaaagaagg 
gggttagatt ccccagtgcg ggcacaacca 
atccctgatg taatactttt actggacgaa 
caggacaata gtacatatat tcctcagggg 
gaagagcatc cacgtcaagt aaagaataaa 
aatgcttcca agaataccga aaacaaactc 
ataattgatg ttgaagctta cgtacctgat 
gcaacaggac aaacatcagc aaggtcggaa 
aatccatcga ccatgaatga agctcgacct 
gtcattttcg atttaaaaga tttagaacaa 
tttaaggata tgtatgagag tttgcctgac 
attttaaccc gttctaaaag aagactttat 
acgttatcta caccaatgaa caaaaatcct 
agtatgttgg acatgcatgc gtcttctaaa 
caaatgtcaa ttgatccttc tgtttccaag 
ttgacttatc aaagagaatt tttcaattat 
cggataaaca aagaccttga acattttgac 
ttggatactt tcaagcattg tttagaacaa 
gcgttacgac aatttggtac gaccattgcc 
actttcatgg aaagggatcc taattggcta 



aatgatacat ctgcgtacaa ttcaagtttt 900 
caaataccag aaaatgacga gtatgtacca 960 
accaccatcc ctgcacaaag aagacatgag 1020 
aaatttgaaa cagccgacgt tggggttgat 1080 
gaaatatctg gaaaatccaa gtctccgata 1140 
gagactgaaa ctcctgaagc aaatgctgtg 1200 
tctttaggac acgaatttag aaatattttg 1260 
caaaattctg gtgttgcttt tgcatttccg 132 0 
cactctaatt tcaaagataa agatgaagga 1380 
gtcaaagcag caacttcaaa caccacccca 1440 
aaactgccac ccttacctac tcatattcca 1500 
catccaacaa ctccacataa aagatcaaaa 1560 
aagttaggta atgatattga ggatttggat 162 0 
cattcaagta aggcaacacc taaagacgat 1680 
acatataccg atggaacatc aaaggctgaa 174 0 
gttcgtggac atagtaccaa gaaaaagctt 1800 
attcaaagtc ttttacctcc acaaccgcca 1860 
caagtgtggg ctaaatacgt tgatgcaatc 192 0 
aaaaaagtga ttgttcaata ccaaatggaa 1980 
gatataaatg atggttcaca cactgagaat 2040 
gattatttgg ttatgagtga gtttaatgaa 2100 
acgtatcagc aaaacctcca gtgggttaac 2160 
taa 2193 



<210> 6 
<211> 730 
<212> PRT 

<213> Candida albicans 
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<400> 6 

Met Gin Pro Thr 
1 

Ser Thr Leu Asp 
20 

Tyr His Pro Asp 
35 

Glu lie Asn lie 
50 

Gly Gin Lys Asn 
65 

Ser His Gin Lys 

Phe Thr Thr Ser 
100 

Ser Ser Ser Arg 
115 

Asn Asn Arg Lys 
130 



Val Gin His Phe 
5 

Glu lie Arg Arg 

Lys Thr Pro Arg 
40 

Ala Tyr Glu Thr 
55 

Ser Gin Pro lie 
70 

Pro His Tyr Asn 
85 

Ser Thr Thr Thr 

Phe Thr Tyr Tyr 
120 

Gin Asp Glu Glu 
135 



Lys lie Leu Gly 
10 

Ala Tyr Arg Lys 
25 

Arg Glu Asp His 

lie Arg Asp Tyr 
60 

Pro Asn Thr Asn 
75 

Thr Gly Pro Tyr 
90 

Asp Asn Thr Asn 
105 

Asn Phe His Gin 

Arg Ala Ala Gin 
140 



lie Ser Pro Thr 
15 

Leu Ser Leu Arg 
30 

Glu Lys Phe Lys 
45 

Tyr Gin Glu Asn 

Thr Glu His Asn 
80 

Ser Thr Tyr Arg 
95 

His Thr Gly His 
110 

Lys Ala Gin Glu 
125 

Arg Glu Arg Leu 
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Lys Lys Glu Leu 

.14 5 

Lys Glu Phe Glu 

Met Arg Arg Arg 
180 

Gin Arg Gin Lys 
195 

Leu Ser Glu Gin 
210 

Val Phe Lys Lys 
225 

Leu Met Ser Asp 

Leu Phe Glu Glu 
260 

His Lys Thr Lys 
275 



Phe Gin Arg Gin 
150 

Gin Lys Ala Glu 
165 

Glu lie Glu Arg 

Glu His Glu Ala 
200 

Asp Ser Arg Ser 
215 

Ala Arg Ser Thr 
230 

Lys Glu Phe Asp 
245 

Ash Leu Trp Asn 

Lys Tyr Thr Glu 
280 



Gin Ala Glu Glu 
155 

Phe He Lys Ala 
170 

Arg Lys Gin Gin 
185 

Lys Arg Asp He 

Asn Gin Thr Lys 
220 

Asn Ser Gly Ala 
235 

Asp Ser Ala Tyr 
250 

Lys Pro Asn His 
265 

Asn Val Val Glu 



Ala Gin Arg Lys 
160 

Ser Leu Leu Glu 
175 

Lys Glu Arg Glu 
190 

Arg He Gin Gin 
205 

Glu Glu Glu Glu 

Asp Glu Thr Gly 
240 

Ser Pro Asp Tyr 
255 

Pro Asp Thr Asn 
270 

Asn Leu Asp Ser 
285 



Pro Pro Asn Asp Thr Ser Ala Tyr Asn Ser Ser Phe His Asp Glu Thr 



290 

Asn lie Gin Asn 
305 

Gin Met Lys Ala 

Arg Arg His Glu 
340 

Glu Thr Ala Asp 
355 

Gin Pro Glu lie 
370 

lie Leu Leu Ser 
385 

Gin Asp Asn Ser 

Arg Asn lie Leu 
420 

Ser Gly Val Ala 
435 




295 

Glu lie Gin lie 
310 

Thr Ser Ser Val 
325 

Ser Leu Ser Thr 

Val Gly Val Asp 
360 

Ser Gly Lys Ser 
375 

Asp Glu Glu Thr 
390 

Thr Tyr lie Pro 
405 

Glu Glu His Pro 

Phe Ala Phe Pro 
440 
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300 

Pro Glu Asn Asp 
315 

Asn Asn Thr Thr 
330 

Ser Glu Asn Lys 
345 

Gly Leu Asp Ser 

Lys Ser Pro lie 
380 

Glu Thr Pro Glu 
395 

Gin Gly Ser Leu 
410 

Arg Gin Val Lys 
425 

Asn Ala Ser Lys 




Glu Tyr Val Pro 
320 

lie Pro Ala Gin 
335 

Arg Arg Lys Phe 
350 

Pro Val Arg Ala 
365 

lie Pro Asp Val 

Ala Asn Ala Val 
400 

Gly His Glu Phe 
415 

Asn Lys Gin Asn 
430 

Asn Thr Glu Asn 
445 



Lys Leu His Ser 
450 

Glu Ala Tyr Val 
465 

Ala Thr Gly Gin 

Thr His He Pro 
500 

Thr Thr Pro His 
515 

Glu Gin Lys Leu 
530 

Tyr Glu Ser Leu 
545 

He Leu Thr Arg 

Ser Lys Ala Glu 
580 



Asn Phe Lys Asp 
455 

Pro Asp Val Lys 
470 

Thr Ser Ala Arg 
485 

Asn Pro Ser Thr 

Lys Arg Ser Lys 
520 

Gly Asn Asp He 
535 

Pro Asp His Ser 
550 

Ser Lys Arg Arg 
565 

Thr Leu Ser Thr 



63 

Lys Asp Glu Gly 
460 

Ala Ala Thr Ser 
475 

Ser Glu Lys Ser 
490 

Met Asn Glu Ala 
505 

Val He Phe Asp 

Glu Asp Leu Asp 
540 

Ser Lys Ala Thr 
555 

Leu Tyr Thr Tyr 
570 

Pro Met Asn Lys 
585 



He He Asp Val 

Asn Thr Thr Pro 
480 

Pro Pro Leu Pro 
495 

Arg Pro His Pro 
510 

Leu Lys Asp Leu 
525 

Phe Lys Asp Met 

Pro Lys Asp Asp 
560 

Thr Asp Gly Thr 
575 

Asn Pro Val Arg 
590 



Gly His Ser Thr Lys Lys Lys Leu Ser Met Leu Asp Met His Ala Ser 



595 

Ser Lys lie Gin 
610 

Asp Pro Ser Val 
625 

Leu Thr Tyr Gin 

Tyr Gin Met Glu 
660 

Asn Asp Gly Ser 
675 

Glu Gin Asp Tyr 
690 

Phe Gly Thr Thr 
705 

Thr Phe Met Glu 




600 

Ser Leu Leu Pro 
615 

Ser Lys Gin Val 
630 

Arg Glu Phe Phe 
645 

Arg lie Asn Lys 

His Thr Glu Asn 
680 

Leu Val Met Ser 
695 

lie Ala Thr Tyr 
710 

Arg Asp Pro Asn 
725 



64 



Pro Gin Pro Pro 
620 

Trp Ala Lys Tyr 
635 

Asn Tyr *Lys Lys 
650 

Asp Leu Glu His 
665 

Leu Asp Thr Phe 

Glu Phe Asn Glu 
700 

Gin Gin Asn Leu 
715 

Trp Leu 
730 




605 

Gin Met Ser lie 

Val Asp Ala lie 
640 

Val lie Val Gin 
655 

Phe Asp Asp lie 
670 

Lys His Cys Leu 
685 

Ala Leu Arg Gin 

Gin Trp Val Asn 
720 



<210> 7 
<211> 50 



65 



<212> PRT 

<213> Candida albicans 
<400> 7 

Met Asn Ser Ala Phe Cys Ser Asn Ser Phe Phe Arg Cys Ala Ser Ser 
15 10 15 

Ala Cys Cys Leu Trp Lys Ser Ser Phe Phe Asn Arg Ser Arg Trp Ala 
20 25 30 

Ala Leu Ser Ser Ser Cys Leu Arg Leu Phe Ser Cys Ala Phe Trp Trp 
35 40 45 

Lys Leu 
50 



<210> 8 
<211> 61 
<212> PRT 

<213> Candida albicans 
<400> 8 

Met Tyr His Leu Val Glu Asn Leu Asp Phe Gin Pro His Ser Gin Tyr 
1 5 10 15 



lie Phe Trp Phe Tyr Asp Leu Tyr Ser Asp Asp Leu Val Tyr Ser Thr 
20 25 30 



66 



Asn Ser Leu Gin Thr Asn Asn Arg Val Asn Met Gin Asn His Gin Thr 
35 40 45 

Leu Tyr Ser Thr Ser Asn Gin Ser Arg Ser Leu Pro Asn 
50 55 60 



<210> 9 
<211> 77 
<212> PRT 

<213> Candida albicans 
<400> 9 

■Met Tyr Tyr Cys Pro Ala Gin His Leu Leu Gin Glu Phe Gin Ser Leu 
15 10 15 

Arg Pro Val Lys Val Leu His Gin Gly Leu Ser Glu Thr Trp lie Phe 
20 25 30 

Gin lie Phe Ser Val Val Pro Ala Ser Gly Asn Leu Thr His Gin Pro 
35 40 45 

Gin Arg Arg Ser Phe Gin lie Ser Phe Phe Cys Phe Gin Lys Trp Lys 
50 55 , 60 



Val Thr 
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His Val Phe Phe Val Gin Gly Trp Trp Tyr Tyr 
70 75 
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<210> 10 
<211> 463 
<212> DNA 

<213> Candida albicans 
<400> 10 

aacctgttga cgcgttgtct ttttctaccc cacgtttaac aatcttgcca gtcaattcac 60 
tagccaaata aactttagac tcacaactct aacactgacf cgcccccccc tgtttaaact 120 
ctaaattact tcacagagcc tttactacct taatttaaga ttatctattg tttctgttct 180 
tttgcaatca ccctgactcg tttttttttc agccagtttt ttcgtaaaat ctgaccaaaa 240 
atttacaact ctaatttaaa actctaaata acaattaaaa ctcaattcag acaagtcctt 300 
ctgctcattc tgagtcttct ctattgtctt ttgacttttt gtgtgtgact attttcatga 360 
tcaccccgtt tcttgcattt ttttcagtca actttttctc aaaatcaagc caaaaaaaca 420 
catttaactg cctatacaac gcaaacctat tcaaaacaag gtt 463 

<210> 11 
<211> 582 
<212> DNA 

<213> Candida albicans 
<400> 11 

aacctccccg ttaaccactt ctaggtatac catttcatct gactgaataa ctggttagtc 60 
gatttgttgt tgaagaaaag tgaccaccta gttttttctg ccaacatttt ttgcgatgag 120 
ccgtcgacgc gttgtctttt tctaccccac gtttaacaat cttgccagtc aattccctag 180 
ccaaataaac tttagactca caactctaac actgactcgt gcccccctgt ttaaactcta 240 
aattacttca cagagccttt actaccttaa tttaagatta tctattgttt ctgttttttt 300 
gcaatcaccc tgactcgttt ttttttcagc cagttttttc gtaaaatctg accaaaaatt 360 
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tacaactcta atttaaaact ctaaataaca attaaaactc aattcagaca agtccttctg 420 

ctcattctga gtcttctcta ttgtcttttg actttttgtg tgtgactatt ttcatgatca 480 

ccccgtttct tgcatttttt tcagtcaact ttttctcaaa atcaagccaa aaaaacacac 540 

ctttaactac ctatacaacg caaacctatt caaaacaagg tt 582 



<210> 12 
<211> 1066 
<212> DNA 

<213> Candida albicans 



<400> 12 

aaccataaat atgccaagat ttaaacaagt tgatgtattc accaatgtca aatatttggg 60 
taatccagtt gccgttattt atgatagtga taatttaacc actcaagaaa tgcaaaaaat 120 
tgctcgatgg acaaatttat cagaaacaac atttatattg actccaaaat catcaattgc 180 
tgwttatagt attagaattt tcacttctgg tgggaatgaa ttaccatttg ctggtcatcc 240 
tactttaggt actgcatttg cattattgga agatggtaaa ataaaaccaa atgacaatgg 300 
acaaataatt caagaatgtg gtgctggatt agtgaaaata tccgttgaaa aaacacctaa 3 60 
taataatagt aatgagttgc cgtttttgtt atcttttgaa ttaccatatt tcaaatttca 420 
tgaaattgat gacaaagtaa tcgaggaatt acaacattca tggaatggaa ccaatattat 4 80 
tggtaaaccg gtacttattg atgctggtcc aaaatgggca gttttccaac ttggctccgg 540 
taaagaagta ttagacttga atgytgattt agcacaaatt gagagattaa gtttagaaaa 600 
tggttggaca ggaattggtg tctttggaaa acataatgaa aatggtgatt cggtcgaatt 660 
gagaaatatt gctcctgctg ttggagtcgc tgaagatcct gcttgtggaa gtggatcagg 72 0 
tgctattgga gcatatttgg caaatcacgt tttcaatgaa aaggaaaaat ttacaattga 780 
tatttctcaa ggtaaaccaa ttgaaagaga tgctaagatt caagttaaag ttaatcgtct 840 
taccaccaaa aatggtgatt tatctattca tgttggtggt catgccatca cttgtttcga 900 
aggtacttat tctatttaaa acttgatata attcttgagt tatatctaat ttatctaatt 960 
cacttgtccc tggagtagtt tgatctaatt gatgtaattt atttaataaa tcacgttcta 1020 
aatcagtttg tttagataaa tcatttaata aatcatcttc agcatt 1066 
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<210> 13 
<211> 302 
<212> PRT 

<213> Candida albicans 
<400> 13 

Met Pro Arg Phe Lys Gin Val Asp Val Phe Thr Asn Val Lys Tyr Leu 
15 10 15 

Gly Asn Pro Val Ala Val lie Tyr Asp Ser Asp Asn Leu Thr Thr Gin 
20 25 30 

Glu Met Gin Lys lie Ala Arg Trp Thr Asn Leu Ser Glu Thr Thr Phe 
35 40 45 

lie Leu Thr Pro Lys Ser Ser lie Ala Xaa Tyr Ser lie Arg lie Phe 
50 55 60 

Thr Ser Gly Gly Asn Glu Leu Pro Phe Ala Gly His Pro Thr Leu Gly 
65 70 75 80 

Thr Ala Phe Ala Leu Leu Glu Asp Gly Lys lie Lys Pro Asn Asp Asn 
85 90 95 

Gly Gin lie lie Gin Glu Cys Gly Ala Gly Leu Val Lys lie Ser Val 
100 105 110 
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Glu Lys Thr Pro 
115 

Phe Glu Leu Pro 
130 

Glu Glu Leu Gin 
145 

Val Leu lie Asp 

Gly Lys Glu Val 
180 

Leu Ser Leu Glu 
195 

Asn Glu Asn Gly 
210 

Gly Val Ala Glu 
225 

Ala Tyr Leu Ala 

Asp lie Ser Gin 
260 



Asn Asn Asn Ser 
120 

Tyr Phe Lys Phe 
135 

His Ser Trp Asn 
150 

Ala Gly Pro Lys 
165 

Leu Asp Leu Asn 

Asn Gly Trp Thr 
200 

Asp Ser Val Glu 
215 

Asp Pro Ala Cys 
230 

Asn His Val Phe 
245 

Gly Lys Pro lie 



Asn Glu Leu Pro 

His Glu lie Asp 
140 

Gly Thr Asn lie 
155 

Trp Ala Val Phe 
170 

Xaa Asp Leu Ala 
185 

Gly lie Gly Val 

Leu Arg Asn lie 
220 

Gly Ser Gly Ser 
235 

Asn Glu Lys Glu 
250 

Glu Arg Asp Ala 



Phe Leu Leu Ser 
125 

Asp Ly s Va 1 lie 

lie Gly Lys Pro 
160 

Gin Leu Gly Ser 
175 

Gin lie Glu Arg 
190 

Phe Gly Lys His 
205 

Ala Pro Ala Val 

Gly Ala lie Gly 
240 

Lys Phe Thr lie 
255 

Lys lie Gin Val 
270 
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Lys Val Asn Arg Leu Thr Thr Lys Asn Gly Asp Leu Ser lie His Val 
275 280 285 

Gly Gly His Ala lie Thr Cys Phe Glu Gly Thr Tyr Ser lie 
290 295 300 



<210> 14 
<211> 3726 
<212> DNA 

<213> Candida albicans 
<400> 14 

atagtacatc atatttttga atgtggtgag actatggaat tatggctgaa acattttaat 60 
agtcagagaa ctccacaatt tattattgga aacaaacatc tacataagaa agatttatat 120 
gccttaaacg agtacatcaa ggaagtggtt caaaaggtga aacgacgaag aggttcacca 180 
attttgaatc agggagaaag ggaaaatgtg gacgctggaa caaatgtact cgtttagaca 24 0 
taacaacaac actgcttaat tttataggaa gattgcttat acaatgcctc caagcgttgt 3 00 
caataataaa ccacacacca catatcatac acgatggttt ttaagatatt ctcactgagt 360 
atttctttcc atgaaaatgg cctcaaaagg ttttccatct tgaacttatt aaaataaatg 420 
attgtaaccc cctcgtatgt ttatagttat atacctgtat ataaggacta aatatatgtt 480 
gagaaaggaa aaaaaaaaaa aaaaaaaaaa aatgtggaag atcatcgcga aaggttgaaa 54 0 
aaaaaaaaaa ttttgaaaat aaagcaggct aacaactcac tgtaagaagt ctatttccct 600 
tctatcacaa ctatacacca aaacaattta caatctacaa tgacggaaac tgtgatagaa 660 
aagaaaagaa aggttgattt aaatgcctca ggtattacaa aacaaccaaa agcttctaaa 72 0 
atcttcagtc cattcagagt tttagggaat gttacagact caactccttt tgccatgggg 780 
acattaggtt caacatttta tgctgtcact tctgttggca gatctttcca aatttatgac 840 
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ttggctacat 


tacatttatt 


gtttgtttcc 


caaactcaaa 


ctccttcaag 


aattacaagt 


900 


ttggctgcac 


accatcacta 


tgtctatgca 


tcttatggtg 


atcgtattgg 


tatttttaga 


960 


cgtggtagat 


tagagcatga 


attggtttgt 


gaagggaact 


ctacagttaa 


ccaattatta 


1020 


gtatttggag 


aataccttat 


tgctaccaca 


ttagaaggtg 


atattttcgt 


atttagaaaa 


1080 


actgaaggaa 


agaaattccc 


aactgaatta 


tacactacaa 


tcagaataat 


taattcttta 


1140 


gttgaaggag 


aaattgtggg 


attaattcat 


ccacctacgt 


atttaaataa 


agtaattgtt 


1200 


gctactactc 


aatctgtgtt 


tgttataaat 


gtgagaactg 


gcaaattatt 


atacaaatcc 


1260 


cgggaattac 


aattcgaagg 


cgaaaagatt 


tcatcaatcg 


aagctgctcc 


agttttggat 


1320 


gtaattgctg 


ttggtacatc 


taatggaaat 


gtatttttat 


tcaacattaa 


aaaggggaaa 


1380 


gtgttgggcc 


aaaaaattat 


tacttctgga 


actgaatctt 


cttcgaaagt 


tgcctcgatc 


1440 


tcttttagaa 


cagatggagc 


acctcatttg 


gttgctggtt 


tgaataacgg 


ggacttatat 


1500 


ttctacgatt 


tagacaagaa 


atcacgtgtt 


catgttttga 


gaaatgccca 


taaagagact 


1560 


catgggggtg 


ttgcaaacgc 


caaatttttg 


aatggtcaac 


caatagtatt 


atcaaatggt 


1620 


ggtgataatc 


atttgaaaga 


atttgttttt 


gatcctaatt 


taaccacttc 


gaattcatcc 


1680 


attgttcctc 


ctccaagaca 


tctcagatct 


agaggtgggc 


attcagcacc 


accagtagct 


1740 


attgaatttc 


ctcaagaaga 


taaaacccat 


tttttattga 


gtgcttctag 


agataaaaca 


1800 


ttttggatat 


tctctttgag 


aaaagatgct 


caagcacagg 


aaatgtctca 


aagattgcaa 


1860 


aaatctaagg 


atggtaaaag 


acaggctgga 


caagttgttt 


ctatgagaga 


gaaattccca 


1920 


gaaatcattt 


ccatttcatc 


ctcttatgcc 


agagaaggtg 


attgggaaaa 


tatcataacc 


1980 


gcccacaagg 


atgaaacttt 


tgcgagaaca 


tgggattcaa 


gaaataaaag 


agtcggtaga 


2040 


catttgttaa 


acactattga 


tggtggcatt 


gtgaaatctg 


tatgtgtgtc 


tcagtgtggt 


2100 


aattttggtt 


tagtgggatc 


atcactgggt 


ggtattggat 


catacaacct 


tcaaagtgga 


2160 


ttgttgcgta 


aaaaatatgt 


tttacataaa 


caagctgtca 


ccggtttagc 


aattgatgga 


2220 


d u y d d L- ciy ci ci 


cici.cit_.yy L- L- cty 


ll^ ^~ y y i_ a 


yciwyycici l, t.y 


1~ cracja ttcta 


tgat t t tgga 


2280 


aagtctgtct 


atttaggcaa 


attacaactt 


gaagcaccta 


taacatccat 


gatatatcac 


2340 


aaactgtctg 


atcttgttgc 


ttgtgccttg 


gatgatttgt 


ccatagttgt 


tattgacgtg 


2400 


actactcaaa 


aagtcataag 


aatattatat 


ggtcatacca 


acagaatttc 


aggaatggat 


2460 


ttctcgcctg 


atgggagatg 


gatagtttca 


gttgcattgg 


actccacttt 


gcgaacttgg 


2520 


gacttgccaa 


ctggtggttg 


tattgatggg 


gtgattttac 


caattgtggc 


aactgcagtt 


2580 
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aaattttctc ctattggtga tatcttagcg 
ttatggacta atcgtgccca gttcaagcct 
ttttcaacta ttttattacc aaatgcttct 
tttttggacg aggattctaa tgaagacggc 
caaattgatg catccttgat tactttatca 
ttgcatttgg ataccattaa acaacaaagc 
aatgcacctt tctttttaca attgactgga 
gaaggcaaaa cttcagaaca aacaaataac 
aaattggata caaacggtaa ccacgcattt 
gctggagaga gtggacaatt tgaaagattt 
gtattggact tggaaattag atcacttaat 
tttattcaag ctttaaatgc tggtttgaaa 
ttatatgcca tgtttttcaa catacatggt 
agtcttcatg aagctttgga agaatacaga 
gattctttag tgaaatattg tgctagtatc 
gttatatata gtcttcaatg tatatttaca 
tttaaatgga aatcgtagaa agtatcgatg 
gggttaacaa aattacacgt cctacagatg 
taaacccaac cagcacagac ggaagagaga 
cctaaa 

<210> 15 

<211> 942 

<212> PRT 

<213> Candida albicans 



acaacacatg tctctggaaa tggtgtatcc 2 640 
gtgtccacca gacacgtaga agaagatgag 2700 
ggagatggcg gttcaacaat gctagacggg 2 760 
actattgatg aacagtatac atctgctgct 2 820 
tcagagccaa gatcaaaatt caacacttta 2 880 
aaaccgaaag aagcacctaa aaaaccagaa 2 940 
caagcagttg gtgatagggc atcggttgct 3 000 
actgttgaag aaaccaacag caaattgcgt 3 060 
gaaagtgaat tcacaaaact attaagggaa 312 0 
ttgacttact tacttaactt atctcctgct 3180 
tcatttgttc cattgactga aatgacaaat 3240 
tcaaacgcaa attatgaaat atgggaaact 3300 
gatgttatcc atcagtttga aaatgaaact 3360 
cagttaaatg atgaaaagaa taacaaaatg 342 0 
gtaagtttta ttagttagtt tgaacaattg 3480 
gaatttaaat atattacact gtatttgtct 3540 
gtaatcaatt ttgtaaatta aggggaatta 3600 
cattgttttg tttaaggaaa aattcaaagc 3660 
aaaagaaaaa aaccaactga gatagcaaaa 3720 

3726 



<400> 15 

Met Thr Glu Thr Val lie Glu Lys Lys Arg Lys Val Asp Leu Asn Ala 
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1 

Ser Gly lie Thr 
20 

Arg Val Leu Gly 
35 

Leu Gly Ser Thr 
50 

lie Tyr Asp Leu 
65 

Thr Pro Ser Arg 

Ala Ser Tyr Gly 
100 

His Glu Leu Val 
115 

Phe Gly Glu Tyr 
130 

Phe Arg Lys Thr 
145 



5 

Lys Gin Pro Lys 

Asn Val Thr Asp 
40 

Phe Tyr Ala Val 
55 

Ala Thr Leu His 
70 

lie Thr Ser Leu 
85 

Asp Arg lie Gly 

Cys Glu Gly Asn 
120 

Leu lie Ala Thr 
135 

Glu Gly Lys Lys 
150 



10 

Ala Ser Lys lie 
25 

Ser Thr Pro Phe 

Thr Ser Val Gly 
60 

Leu Leu Phe Val 
75 

Ala Ala His His 
90 

lie Phe Arg Arg 
105 

Ser Thr Val Asn 

Thr Leu Glu Gly 
140 

Phe Pro Thr Glu 
155 



15 

Phe Ser Pro Phe 
30 

Ala Met Gly Thr 
45 

Arg Ser Phe Gin 

Ser Gin Thr Gin 
80 

His Tyr Val Tyr 
95 

Gly Arg Leu Glu 
110 

Gin Leu Leu Val 
125 

Asp lie Phe Val 

Leu Tyr Thr Thr 
160 
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lie Arg lie lie 

His Pro Pro Thr 
180 

Val Phe Val He 
195 

Glu Leu Gin Phe 
210 

Val Leu Asp Val 
225 

Phe Asn He Lys 

Gly Thr Glu Ser 
260 

Gly Ala Pro His 
275 

Tyr Asp Leu Asp 
290 



Asn Ser Leu Val 
165 

Tyr Leu Asn Lys 

Asn Val Arg Thr 
200 

Glu Gly Glu Lys 
215 

He Ala Val Gly 
230 

Lys Gly Lys Val 
245 

Ser Ser Lys Val 

Leu Val Ala Gly 
280 

Lys Lys Ser Arg 
295 



Glu Gly Glu He 
170 

Val He Val Ala 
185 

Gly Lys Leu Leu 

lie Ser Ser He 
220 

Thr Ser Asn Gly 
235 

Leu Gly Gin Lys 
250 

Ala Ser He Ser 
265 

Leu Asn Asn Gly 

Val His Val Leu 
300 



Val Gly Leu He 
175 

Thr Thr Gin Ser 
190 

Tyr Lys Ser Arg 
205 

Glu Ala Ala Pro 

Asn Val Phe Leu 
240 

He He Thr Ser 
255 

Phe Arg Thr Asp 
270 

Asp Leu Tyr Phe 
285 

Arg Asn Ala His 



Lys Glu Thr His Gly Gly Val Ala Asn Ala Lys Phe Leu Asn Gly Gin 



305 

Pro lie Val Leu 

Phe Asp Pro Asn 
340 

Arg His Leu Arg 
355 

Glu Phe Pro Gin 
370 

Asp Lys Thr Phe 
385 

Glu Met Ser Gin 

Gly Gin Val Val 
420 

Ser Ser Ser Tyr 
435 



310 

Ser Asn Gly Gly 
325 

Leu Thr Thr Ser 

Ser Arg Gly Gly 
360 

Glu Asp Lys Thr 
375 

Trp lie Phe Ser 
390 

Arg Leu Gin Lys 
405 

Ser Met Arg Glu 

Ala Arg Glu Gly 
440 
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315 

Asp Asn His Leu 
330 

Asn Ser Ser lie 
345 

His Ser Ala Pro 

His Phe Leu Leu 
380 

Leu Arg Lys Asp 
395 

Ser Lys Asp Gly 
410 

Lys Phe Pro Glu 
425 

Asp Trp Glu Asn 




320 

Lys Glu Phe Val 
335 

Val Pro Pro Pro 
350 

Pro Val Ala lie 
365 

Ser Ala Ser Arg 

Ala Gin Ala Gin 
400 

Lys Arg Gin Ala 
415 

lie lie Ser lie 
430 

lie lie Thr Ala 
445 



His Lys Asp Glu Thr Phe Ala Arg Thr Trp Asp Ser Arg Asn Lys Arg 
450 455 460 
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Val Gly Arg His 
465 

Val Cys Val Ser 

Gly Gly lie Gly 
500 

Tyr Val Leu His 
515 

Asn Arg Lys Met 
530 

Asp Phe Gly Lys 
545 

lie Thr Ser Met 

Leu Asp Asp Leu 
580 

lie Arg lie Leu 
595 

Ser Pro Asp Gly 



Leu Leu Asn Thr 
470 

Gin Cys Gly Asn 
485 

Ser Tyr Asn Leu 

Lys Gin Ala Val 
520 

Val Ser Cys Gly 
535 

Ser Val Tyr Leu 
550 

lie Tyr His Lys 
565 

Ser lie Val Val 

Tyr Gly His Thr 
600 

Arg Trp lie Val 



lie Asp Gly Gly 
475 

Phe Gly Leu Val 
490 

Gin Ser Gly Leu 
505 

Thr Gly Leu Ala 

Leu Asp Gly lie 
540 

Gly Lys Leu Gin 
555 

Ser Ser Asp Leu 
570 

lie Asp Val Thr 
585 

Asn Arg lie Ser 
Ser Val Ala Leu 



lie Val Lys Ser 
480 

Gly Ser Ser Ser 
495 

Leu Arg Lys Lys 
510 

lie Asp Gly Met 
525 

Val Gly Phe Tyr 

Leu Glu Ala Pro 
560 

Val Ala Cys Ala 
575 

Thr Gin Lys Val 
590 

Gly Met Asp Phe 
605 

Asp Ser Thr Leu 
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610 

Arg Thr Trp Asp 
625 

Pro lie Val Ala 

Ala Thr Thr His 
660 

Ala Gin Phe Lys 
675 

Ser Thr lie Leu 
690 

Leu Asp Gly Phe 
705 

Glu Gin Tyr Thr 

Ser Ser Glu Pro 
740 

lie Lys Gin Gin 



615 

Leu Pro Thr Gly 
630 

Thr Ala Val Lys 
645 

Val Ser Gly Asn 

Pro Val Ser Thr 
680 

Leu Pro Asn Ala 
695 

Leu Asp Glu Asp 
710 

Ser Ala Ala Gin 
725 

Arg Ser Lys Phe 
Ser Lys Pro Lys 



620 

Gly Cys lie Asp 
635 

Phe Ser Pro lie 
650 

Gly Val Ser Leu 
665 

Arg His Val Glu 

Ser Gly Asp Gly 
700 

Ser Asn Glu Asp 
715 

lie Asp Ala Ser 
730 

Asn Thr Leu Leu 
745 

Glu Ala Pro Lys 



Gly Val lie Leu 
640 

Gly Asp lie Leu 
655 

Trp Thr Asn Arg 
670 

Glu Asp Glu Phe 
685 

Gly Ser Thr Met 

Gly Thr lie Asp 
720 

Leu lie Thr Leu 
735 

His Leu Asp Thr 
750 

Lys Pro Glu Asn 
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Ala Pro Phe Phe 
770 

Ser Val Ala Glu 
785 

Glu Thr Asn Ser 

Phe Glu Ser Glu 
820 

Gin Phe Glu Arg 
835 

Leu Asp Leu Glu 
850 

Met Thr Asn Phe 
865 

Asn Tyr Glu lie 

Gly Asp Val lie 
900 

Leu Glu Glu Tyr 



Leu Gin Leu Thr 
775 

Gly Lys Thr Ser 
790 

Lys Leu Arg Lys 
805 

Phe Thr Lys Leu 

Phe Leu Thr Tyr 
840 

lie Arg Ser Leu 
855 

lie Gin Ala Leu 
87 0 

Trp Glu Thr Leu 
885 

His Gin Phe Glu 
Arg Gin Leu Asn 



Gly Gin Ala Val 
780 

Glu Gin Thr Asn 
795 

Leu Asp Thr Asn 
810 

Leu Arg Glu Ala 
825 

Leu Leu Asn Leu 

Asn Ser Phe Val 
860 

Asn Ala Gly Leu 
875 

Tyr Ala Met Phe 
890 

Asn Glu Thr Ser 
905 

Asp Glu Lys Asn 



Gly Asp Arg Ala 

Asn Thr Val Glu 
800 

Gly Asn His Ala 
815 

Gly Glu Ser Gly 
830 

Ser Pro Ala Val 
845 

Pro Leu Thr Glu 

Lys Ser Asn Ala 
880 

Phe Asn lie His 
895 

Leu His Glu Ala 
910 

Asn Lys Met Asp 
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915 920 925 

Ser Leu Val Lys Tyr Cys Ala Ser lie Val Ser Phe lie Ser 
930 935 940 



<210> 16 
<211> 725 
<212> DNA 

<213> Candida albicans 



<400> 16 



aacctggcaa 


ttaactgccc 


ggcaagtgat 


agcaggagat 


aggtgtgtat 


agattataat 


60 


ggaacgccga 


tttttgcagt 


atcacgcgta 


ataaggacag 


cagttggaca 


tcggtacatg 


120 


agagagcaat 


gtaagtcttg 


atagtaatga 


gccgtgttga 


agtagtattt 


taatctaatt 


180 


ttactcaaaa 


aaggacaatg 


gagatctgga 


gataacagca 


cactaatcgg 


ttctagacat 


240 


agactaagcc 


tgaaaggggg 


tactacagct 


tgttttgaaa 


aggtttgcgt 


tgtataggca 


300 


gttaaatgtg 


tgtttttttt 


gggtagaatt 


tgagaaaaag 


ttgactgaaa 


aaaatgcaag 


360 


aaacggggtg 


atcatgaaaa 


tagacacaca 


caaaaagtca 


aaaaacaatg 


gaaaagcttc 


420 


agaataagca 


gtaggaggtg 


tctgaattga 


gtttgtattg 


ttatttagag 


ttttaaatta 


480 


gagttgtaaa 


tttttgggta 


gaatttacga 


aaaagtcgaa 


caaaaaaacg 


acaagtcagg 


540 


gtgattgcaa 


aaaaacagaa 


acaatagata 


atcttaaatt 


aaggtagtag 


aggctctgtg 


600 


aagtaattta 


gagtttaaac 


aggggggcac 


gagtcagtgt 


tagagttgtg 


aagtttattt 


660 


ggctagtgaa 


ttgactggca 


agattgttaa 


acgtggggta 


gaaaaagaca 


acgcatcgac 


720 



aggtt 725 



<210> 17 
<211> 626 
<212> DNA 
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<213> Candida albicans 



<400> 17 














attctttgtt 


tgtttgttga 


tttttgatct 


cttgtctaga 


atcactcatt 


aatatttgat 


60 


tcagggtttt 


gatttgctaa 


ataaggggtc 


tattaggagg 


atattatata 


taatgtgatg 


120 


tggcgaaaaa 


aaaaaacaag 


atctactact 


ctgttggatt 


tatttgtgat 


ggcgattgaa 


180 


gagaaaacac 


gtctttttaa 


cgcgtttttt 


tattttttgg 


agaagcaaat 


ttcaagcaaa 


240 


gactcttatt 


gtgttgcttt 


tgatccattc 


aaattttgta 


ttacttttca 


ttagaactat 


300 


aactgttcat 


tatcaatgac 


gtatacatgt 


ctggttcctg 


ttatgtattg 


taattttagt 


360 


taattataag 


ccgtatattg 


gtagtattcc 


tctgtactca 


caatggaatt 


ggtctttcaa 


420 


cagcaacaag 


tgttattttc 


cctgaatgta 


gaaaatgaaa 


ggtagtgttt 


acatatagtt 


480 


ggaaatcaag 


cctctgaaat 


gaatcacaat 


ataataacaa 


tttgtagttg 


cagagaaaaa 


540 


caattcaagt 


tgacgggtag 


tttttttttt 


ttcactgcat 


ttttcaacga 


aaactaaata 


600 


aaatttcgct 


gatattgata 


aagtat 








626 



<210> 18 

<211> 667 

<212> DNA 

<213> Cand 



da albicans 



<400> 18 

tttagtttta tattgatgat gtttttaagt 
atgagtaaat tgaatggaaa atcactgcaa 
atttagtgta caaatttctg ccaaaaaaat 
acataacaac acaagtcaat aaatcaacaa 
cttaattatt taaactataa taaataccct 
aatttggtta ttacatatcc atgtgtaata 
tttggtgtag tgtgttacac aaaaaattca 



gcttgtttat catggtggat ggaaattaga 60 
caccaacaac aaccactggt ggatacgaaa 12 0 
acaataaaaa ccgcttatag tcttctactg 180 
ctcataaaca atgtagactt aatactatcg 240 
atagtattat gcctttgtca atgtgtgtag 3 00 
tatatgttga tcaaaaaacg cgatcttctc 360 
ctagtctagg tcacatgata atcacgtgaa 42 0 



82 



aatcaaaaat ttgttgaaat tgaatttcct 

tttgctttac aaaaagactc cattttgttt 

tttttcataa ttaataacta tcattactta 

gaaaaagcaa cgagggcgaa ttgagacatt 
acagaac 

<210> 19 
<211> 5 
<212> PRT 

<213> Candida albicans 



caattttgaa attttgtttg aaattttttt 480 
tccatttcac aaccaattac ttaattcctc 540 
caactacaaa caactacgat catttcctaa 600 
aatccccttt attttatcat catgccttat 660 

667 



<400> 19 

Met Pro Tyr Thr Glu 
1 5 



<210> 20 

<211> 165 

<212> DNA 

<213> Candida albicans 



<400> 20 

aactattgcc aatggtaaat atgccagtga 

taaggtccca ttcaaattca ctaatgcaca 

ccaagagcca atatcctagt aacgacgcac 



aatcgagaat tttaataagt cggtccctct 60 
attggatctt tatgctgcta gcacacataa 120 
catagtagac cgaat 165 



<210> 21 
<211> 564 
<212> DNA 
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<213> Candida albicans 
<400> 21 

aacctaaaaa tggctaagtt catcaaatct ggtaaagttg ctattgttgt aagaggtcgt 60 
tacgctggta aaaaagtagt cattgtgaaa ccacatgatg aaggtaccaa atctcaccca 120 
ttcccacatg ccattgtcgc tggtattgaa agagctccat tgaaggttac caagaagatg 180 
gatgctaaaa aagttaccaa aagaactaaa gtcaagccat ttgttaaatt agtaaactac 240 
aaccatttaa tgccaactag atactcattg gatgttgaat cattcaaatc tgctgtcact 300 
tctgaagctt tagaagaacc atctcaaaga gaagaagcta aaaaagttgt caagaaggct 3 60 
tttgaagaaa aacatcaagc tggtaagaac aaatggttct tccaaaaatt acacttttaa 42 0 
gaaaggaacc acctttattt gaatgtttgt aatataggtt gaatcagaga gacaaagtag 4 80 
aagaaaatac aaaaaagaga gtatatctgt atagtataat ttaatggggg tctaatttac 54 0 
ttaccacttt attcgtgcat tatt 564 

<210> 22 
<211> 136 
<212> PRT 

<213> Candida albicans 



<400> 22 
Met Ala Lys Phe 
1 



Arg Tyr Ala Gly 
20 



Thr Lys Ser His 
35 



lie Lys Ser Gly 
5 



Lys Lys Val Val 



Pro Phe Pro His 
40 



Lys Val Ala lie 
10 

lie Val Lys Pro 
25 

Ala lie Val Ala 



Val Val Arg Gly 
15 

His Asp Glu Gly 
30 

Gly lie Glu Arg 
45 
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Ala Pro Leu Lys Val Thr Lys Lys Met Asp Ala Lys Lys Val Thr Lys 
50 55 60 

Arg Thr Lys Val Lys Pro Phe Val Lys Leu Val Asn Tyr Asn His Leu 
65 70 75 80 

Met Pro Thr Arg Tyr Ser Leu Asp Val Glu Ser Phe Lys Ser Ala Val 
85 90 95 

Thr Ser Glu Ala Leu Glu Glu Pro Ser Gin Arg Glu Glu Ala Lys Lys 
100 105 110 

Val Val Lys Lys Ala Phe Glu Glu Lys His Gin Ala Gly Lys Asn Lys 
115 120 125 

Trp Phe Phe Gin Lys Leu His Phe 
130 135 

<210> 23 
<211> 1192 
<212> DNA 

<213> Candida albicans 
<400> 23 

tttgaaacga ttaagtccaa tcaaacaatc ttattcaaaa gtactcgcaa tacgtacaat 60 
gtcaattcca tctactcagt acggattttt ttataataaa gctagtggtc ttaatttgaa 120 
aaaagacttg ccggttaaca agccaggtgc tggtcaattg cttttaaagg ttgatgcagt 180 



85 



tggcctttgt 


cattcagatt 


tacatgttct 


ctatgaaggt 


ttggattgtg 


gtgataatta 


240 


tgtgatgggc 


cacgaaattg 


ctgggactgt 


tgctgaacta 


ggtgaagagg 


tgagtgagtt 


300 


tgcagttgga 


gatcgtgtcg 


cttgtgtcgg 


ccccaatgga 


tgtggtcttt 


gtaaacactg 


360 


tcttactggt 


aacgataatg 


tttgtaccaa 


gtcgtttttg 


gattggtttg 


gattgggtta 


420 


caatggaggt 


tacgagcaat 


ttttgttagt 


caagagacca 


agaaacttgg 


tcaagatccc 


480 


tgacaatgtt 


acttccgagg 


aagctgcagc 


tattacggat 


gccgtattga 


ctccttacca 


540 


tgctatcaag 


tctgcaggtg 


ttggtccagc 


aagtaatata 


ttaattatcg 


gagctggtgg 


600 


attaggaggt 


aacgctattc 


aagttgcaaa 


agcatttggt 


gcgaaggtta 


ctgttttgga 


660 


taaaaaggat 


aaggcaagag 


accaagctaa 


ggcctttgga 


gctgaccagg 


tttacagtga 


720 


attaccagac 


agcgttttac 


ctgggtcatt 


cagtgcttgt 


tttgattttg 


tttcggttca 


780 


ggcaacatac 


gatttgtgtc 


aaaagtattg 


tgagccaaag 


ggtactattg 


ttcccgtagg 


840 


tctaggtgca 


acttcgctta 


acataaatct 


tgctgattta 


gatcttcgtg 


aaattaccgt 


900 


caagggctca 


ttctggggta 


ccctgatgga 


tttaagagaa 


gcatttgaat 


tggctgcaca 


960 


gggaaaggtc 


aaaccaaatg 


ttgctcatgc 


tccattgtca 


gaattgccta 


agtatatgga 


1020 


gaagttgaga 


gccggtggtt 


atgaaggaag 


agtcgtgttt 


aatccataat 


actgaaaagt 


1080 


gaagaaacca 


tcaataatag 


cttggtgagt 


atgtatggga 


aatattcatt 


tatgtatgta 


1140 


ggtcatttat 


atgtgtgtaa 


tgatttctaa 


tctgaatttc 


gtacaattct 


tt 


1192 



<210> 24 
<211> 336 
<212> PRT 

<213> Candida albicans 
<400> 24 

Met Ser lie Pro Ser Thr Gin Tyr Gly Phe Phe Tyr Asn Lys Ala Ser 
15 10 15 



Gly Leu Asn Leu Lys Lys Asp Leu Pro Val Asn Lys Pro Gly Ala Gly 



86 



20 

Gin Leu Leu Leu 
35 

His Val Leu Tyr 
50 

His Glu lie Ala 
65 

Phe Ala Val Gly 

Leu Cys Lys Hi s 
100 

Phe Leu Asp Trp 
115 

Leu Leu Val Lys 
130 

Thr Ser Glu Glu 
145 

His Ala lie Lys 



Lys Val Asp Ala 
40 

Glu Gly Leu Asp 
55 

Gly Thr Val Ala 
70 

Asp Arg Val Ala 
85 

Cys Leu Thr Gly 

Phe Gly Leu Gly 
120 

Arg Pro Arg Asn 
135 

Ala Ala Ala lie 
150 

Ser Ala Gly Val 
165 



25 

Val Gly Leu Cys 

Cys Gly Asp Asn 
60 

Glu Leu Gly Glu 
75 

Cys Val Gly Pro 
90 

Asn Asp Asn Val 
105 

Tyr Asn Gly Gly 

Leu Val Lys lie 
140 

Thr Asp Ala Val 
155 

Gly Pro Ala Ser 
170 



30 

His Ser Asp Leu 
45 

Tyr Val Met Gly 

Glu Val Ser Glu 
80 

Asn Gly Cys Gly 
95 

Cys Thr Lys Ser 
110 

Tyr Glu Gin Phe 
125 

Pro Asp Asn Val 

Leu Thr Pro Tyr 
160 

Asn lie Leu lie 
175 
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lie Gly Ala Gly 
180 

Phe Gly Ala Lys 
195 

Gin Ala Lys Ala 
210 

Ser Val Leu Pro 
225 

Gin Ala Thr Tyr 

lie Val Pro Val 
260 

Asp Leu Asp Leu 
275 

Ser Met Asp Leu 
290 

Lys Pro Asn Val 
305 

Glu Lys Leu Arg 



Gly Leu Gly Gly 

Val Thr Val Leu 
200 

Phe Gly Ala Asp 
215 

Gly Ser Phe Ser 
230 

Asp Leu Cys Gin 
245 

Gly Leu Gly Ala 

Arg Glu lie Thr 
280 

Arg Glu Ala Phe 
295 

Ala His Ala Pro 
310 

Ala Gly Gly Tyr 



Asn Ala lie Gin 
185 

Asp Lys Lys Asp 

Gin Val Tyr Ser 
220 

Ala Cys Phe Asp 
235 

Lys Tyr Cys Glu 
250 

Thr Ser Leu Asn 
265 

Val Lys Gly Ser 

Glu Leu Ala Ala 
300 

Leu Ser Glu Leu 
315 

Glu Gly Arg Val 



Val Ala Lys Ala 
190 

Lys Ala Arg Asp 
205 

Glu Leu Pro Asp 

Phe Val Ser Val 
240 

Pro Lys Gly Thr 
255 

lie Asn Leu Ala 
270 

Phe Trp Gly Thr 
285 

Gin Gly Lys Val 

Pro Lys Tyr Met 
320 

Val Phe Asn Pro 




<210> 25 

<211> 2481 

<212> DNA 

<213> Candida albicans 



<400> 25 



atgactggtg 


aagaagataa 


aaaacaacat 


tttgatgctt 


ctggtgcttc 


tgctgtagat 


60 


gataaaacag 


caactgcaat 


tttaagaaga 


aaaaagaaag 


ataatgcctt 


ggtcgttgat 


120 


gacgccacca 


acgatgacaa 


ttctgtcata 


accatgtcgt 


caaacacaat 


ggaattgtta 


180 


caattattcc 


gtggtgatac 


agtcttggtg 


aaaggtaaga 


agagaaagga 


cacagtgttg 


240 


atcgttttag 


ctgatgatga 


tatgcctgat 


ggcgttgcta 


gagttaacag 


atgtgttcgt 


300 


aacaatttgc 


gtgtcagatt 


gggagatatc 


gttactgtcc 


atccatgtcc 


tgatattaaa 


360 


tatgccaaca 


gaatctcagt 


attgccaatt 


gctgatactg 


ttgaaggtat 


taatggttcc 


420 


ttattcgacc 


tttacttgaa 


gccatatttt 


gttgaagcct 


atagaccagt 


gagaaaaggt 


480 


gatttattca 


ctgtgagggg 


tggtatgaga 


caagtagaat 


tcaaagttgt 


tgaagttgac 


540 


cctgaagaaa 


ttgcaattgt 


tgctcaagat 


accattattc 


attgtgaagg 


agaacctatt 


600 


aatcgtgaag 


atgaagaaaa 


tagcttgaat 


gaagtgggtt 


acgacgatat 


tggaggttgt 


660 


aagaaacaaa 


tggcccaaat 


tagagaattg 


gttgaattgc 


ctttaagaca 


tccacaatta 


720 


ttcaaatcga 


ttggtattaa 


gccaccaaag 


ggtattttga 


tgtatggtcc 


acctggtacc 


780 


ggtaaaacca 


ttatggcaag 


agcagtggcc 


aatgaaacag 


gtgccttctt 


tttcttaata 


840 


aatggtccag 


aaattatgtc 


taaaatggct 


ggtgagtctg 


aatccaattt 


aagaaaagct 


900 


tttgaagagg 


ctgaaaagaa 


ttctccttcc 


attattttca 


ttgatgagat 


tgactctatt 


960 


gccccaaaga 


gagacaaaac 


taatggtgaa 


gtagaaagaa 


gagttgtttc 


tcaattgtta 


1020 
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acccttatgg 


atggtatgaa 


ggccagatct 


ccaaattcta 


ttgatcctgc 


tttgagaaga 


ggtgttccgg 


atgctgaagg 


acgtttagag 


ttggctgatg 


atgttgactt 


ggaagccatc 


gatattgctt 


cattatgttc 


agaagctgct 


atcgacttgg 


aagaagaaac 


cattgatact 


gacaacttca 


gatttgctct 


cggaaactcc 


gaaaatgtta 


atgtcacttg 


ggatgatatt 


aaagaaaccg 


tggagtatcc 


tgttttacat 


ccaacaaaag 


gtgttttgtt 


ctttggtcca 


gctgttgcta 


ctgaagtttc 


tgctaatttc 


atgtggtatg 


gtgaatctga 


gtctaatatc 


gctcctactg 


tggtgttttt 


ggatgaattg 


cacggtgatg 


ctggtggtgc 


ctccgacaga 


ggtatgaatg 


ctaagaagaa 


tgtgtttgtc 


gatcctgcat 


tattgagacc 


aggtagattg 


gagccagcta 


gattgtctat 


tttacaagct 


ttggacttga 


acgaaattgc 


caagatcact 


attgttcaaa 


gatctgctaa 


atttgctatt 


aacaagatta 


aagaagaaaa 


agaaaaggtg 


gaagttgaag 


aagaagaccc 


tgtgccttac 


aagaccgcaa 


aaagatctgt 


ttcagacgct 


caattgcaag 


cctcaagagg 


tcaattttct 


actgataatg 


gttcagcagc 


aggtgccaac 


gaagacgatt 


tgtacagttg 


a 



aatgtagttg 


ttattgctgc 


tactaacaga 


1080 


tttggaagat 


tcgacagaga 


agttgacatt 


1140 


attttgagaa 


tccacacaaa 


gaatatgaaa 


1200 


gcttctgaaa 


cacatggttt 


cgttggtgct 


1260 


atgcaacaaa 


tccgtgaaaa 


gatggatctt 


1320 


gaagtgttga 


actctttggg 


tgtcactcaa 


1380 


aacccatctg 


ccttgcgtga 


aactgttgtt 


1440 


ggtggtttgg 


acaacattaa 


gaatgaatta 


1500 


ccagatcaat 


accaaaaatt 


cggattggca 


1560 


ccaggtactg 


gtaagacact 


tttggccaag 


1620 


atttctgtca 


aaggtccaga 


attgttgagt 


1680 


cgtgatatat 


ttgacaaggc 


cagagctgct 


1740 


gactccattg 


ccaaagctag 


aggtggttct 


1800 


gtggtcaatc 


aattgttgac 


tgaaatggac 


1860 


attggtgcca 


ctaacagacc 


agatcaaatt 


1920 


gatcaattaa 


tttatgtccc 


attgccagat 


1980 


caattgagaa 


acactccatt 


agaacctggt 


2040 


cacggtttct 


cgggtgcaga 


tttgtcttat 


2100 


aaagactcta 


ttgaagccca 


agtaaagatt 


2160 


aaaactgaag 


atgttgatat 


gaaggtagat 


2220 


attaccagag 


ctcactttga 


agaggctatg 


2280 


gaattacgtc 


gttatgagtc 


ttacgctcaa 


2340 


agctttagat 


tcaatgaaaa 


tgctggtgcc 


2400 


tcaggtgcag 


ctttcggaaa 


cgttgaagag 


2460 



2481 



<210> 26 
<211> 826 
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<212> PRT 

<213> Candida albicans 
<400> 26 

Met Thr Gly Glu Glu Asp Lys Lys Gin His Phe Asp Ala Ser Gly Ala 
15 10 15 

Ser Ala Val Asp Asp Lys Thr Ala Thr Ala lie Leu Arg Arg Lys Lys 
20 25 30 

Lys Asp Asn Ala Leu Val Val Asp Asp Ala Thr Asn Asp Asp Asn Ser 
35 40 45 

Val lie Thr Met Ser Ser Asn Thr Met Glu Leu Leu Gin Leu Phe Arg 
50 55 60 

Gly Asp Thr Val Leu Val Lys Gly Lys Lys Arg Lys Asp Thr Val Leu 
65 70 75 80 

lie Val Leu Ala Asp Asp Asp Met Pro Asp Gly Val Ala Arg Val Asn 
85 90 95 

Arg Cys Val Arg Asn Asn Leu Arg Val Arg Leu Gly Asp lie Val Thr 
100 105 110 

Val His Pro Cys Pro Asp lie Lys Tyr Ala Asn Arg lie Ser Val Leu 
115 120 125 



Pro He Ala Asp Thr Val Glu Gly He Asn Gly Ser Leu Phe Asp Leu 
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130 

Tyr Leu Lys Pro 
145 

Asp Leu Phe Thr 

Val Glu Val Asp 
180 

lie His Cys Glu 
195 

Leu Asn Glu Val 
210 

Ala Gin lie Arg 
225 

Phe Lys Ser lie 

Pro Pro Gly Thr 
260 

Thr Gly Ala Phe 
275 



135 

Tyr Phe Val Glu 
150 

Val Arg Gly Gly 
165 

Pro Glu Glu lie 

Gly Glu Pro lie 
200 

Gly Tyr Asp Asp 
215 

Glu Leu Val Glu 
230 

Gly lie Lys Pro 
245 

Gly Lys Thr lie 

Phe Phe Leu lie 
280 



140 

Ala Tyr Arg Pro 
155 

Met Arg Gin Val 
170 

Ala lie Val Ala 
185 

Asn Arg Glu Asp 

lie Gly Gly Cys 
220 

Leu Pro Leu Arg 
235 

Pro Lys Gly lie 
250 

Met Ala Arg Ala 
265 

Asn Gly Pro Glu 



Val Arg Lys Gly 
160 

Glu Phe Lys Val 
175 

Gin Asp Thr lie 
190 

Glu Glu Asn Ser 
205 

Lys Lys Gin Met 

His Pro Gin Leu 
240 

Leu Met Tyr Gly 
255 

Val Ala Asn Glu 
270 

lie Met Ser Lys 
285 
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Met Ala Gly Glu 
290 

Glu Lys Asn Ser 
305 

Ala Pro Lys Arg 

Ser Gin Leu Leu 
340 

Val Val lie Ala 
355 

Arg Arg Phe Gly 
370 

Ala Glu Gly Arg 
385 

Leu Ala Asp Asp 

Phe Val Gly Ala 
420 



Ser Glu Ser Asn 
295 

Pro Ser lie lie 
310 

Asp Lys Thr Asn 
325 

Thr Leu Met Asp 

Ala Thr Asn Arg 
360 

Arg Phe Asp Arg 
375 

Leu Glu lie Leu 
390 

Val Asp Leu Glu 
405 

Asp lie Ala Ser 



Leu Arg Lys Ala 
300 

Phe lie Asp Glu 
315 

Gly Glu Val Glu 
330 

Gly Met Lys Ala 
345 

Pro Asn Ser lie 

Glu Val Asp lie 
380 

Arg lie His Thr 
395 

Ala lie Ala Ser 
410 

Leu Cys Ser Glu 
425 



Phe Glu Glu Ala 

lie Asp Ser lie 
320 

Arg Arg Val Val 
335 

Arg Ser Asn Val 
350 

Asp Pro Ala Leu 
365 

Gly Val Pro Asp 

Lys Asn Met Lys 
400 

Glu Thr His Gly 
415 

Ala Ala Met Gin 
430 



Gin lie Arg Glu Lys Met Asp Leu lie Asp Leu Glu Glu Glu Thr lie 



# • 
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435 

Asp Thr Glu Val 
450 

Phe Ala Leu Gly 
465 

Glu Asn Val Asn 

Lys Asn Glu Leu 
500 

Gin Tyr Gin Lys 
515 

Gly Pro Pro Gly 
530 

Glu Val Ser Ala 
545 

Met Trp Tyr Gly 

Ala Arg Ala Ala 
580 



440 

Leu Asn Ser Leu 
455 

Asn Ser Asn Pro 
470 

Val Thr Trp Asp 
485 

Lys Glu Thr Val 

Phe Gly Leu Ala 
520 

Thr Gly Lys Thr 
535 

Asn Phe lie Ser 
550 

Glu Ser Glu Ser 
565 

Ala Pro Thr Val 



Gly Val Thr Gin 
460 

Ser Ala Leu Arg 
475 

Asp lie Gly Gly 
490 

Glu Tyr Pro Val 
505 

Pro Thr Lys Gly 

Leu Leu Ala Lys 
540 

Val Lys Gly Pro 
555 

Asn lie Arg Asp 
570 

Val Phe Leu Asp 
585 



445 

Asp Asn Phe Arg 

Glu Thr Val Val 
480 

Leu Asp Asn lie 
495 

Leu His Pro Asp 
510 

Val Leu Phe Phe 
525 

Ala Val Ala Thr 

Glu Leu Leu Ser 
560 

lie Phe Asp Lys 
575 

Glu Leu Asp Ser 
590 
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lie Ala Lys Ala 
595 

Asp Arg Val Val 
610 

Lys Lys Asn Val 
625 

Asp Pro Ala Leu 

Pro Leu Pro Asp 
660 

Arg Asn Thr Pro 
675 

lie Thr His Gly 
690 

Ser Ala Lys Phe 
705 

Asn Lys lie Lys 
Met Lys Val Asp 



Arg Gly Gly Ser 
600 

Asn Gin Leu Leu 
615 

Phe Val lie Gly 
630 

Leu Arg Pro Gly 
645 

Glu Pro Ala Arg 

Leu Glu Pro Gly 
680 

Phe Ser Gly Ala 
695 

Ala lie Lys Asp 
710 

Glu Glu Lys Glu 
725 

Glu Val Glu Glu 



His Gly Asp Ala 

Thr Glu Met Asp 
620 

Ala Thr Asn Arg 
635 

Arg Leu Asp Gin 
65 0 

Leu Ser lie Leu 
665 

Leu Asp Leu Asn 

Asp Leu Ser Tyr 
700 

Ser lie Glu Ala 
715 

Lys Val Lys Thr 
730 

Glu Asp Pro Val 



Gly Gly Ala Ser 
605 

Gly Met Asn Ala 

Pro Asp Gin lie 
640 

Leu lie Tyr Val 
655 

Gin Ala Gin Leu 
670 

Glu lie Ala Lys 
685 

lie Val Gin Arg 

Gin Val Lys lie 
720 

Glu Asp Val Asp 
735 

Pro Tyr lie Thr 



740 

Arg Ala His Phe 
755 

Asp Ala Glu Leu 
770 

Ser Arg Gly Gin 
785 

Thr Asp Asn Gly 

Asn Val Glu Glu 
820 




Glu Glu Ala Met 
760 

Arg Arg Tyr Glu 
775 

Phe Ser Ser Phe 
790 

Ser Ala Ala Gly 
805 

Glu Asp Asp Leu 



95 

745 

Lys Thr Ala Lys 

Ser Tyr Ala Gin 
780 

Arg Phe Asn Glu 
795 

Ala Asn Ser Gly 
810 

Tyr Ser 
825 




750 

Arg Ser Val Ser 
765 

Gin Leu Gin Ala 

Asn Ala Gly Ala 
800 

Ala Ala Phe Gly 
815 



<210> 27 
<211> 1918 
<212> DNA 

<213> Candida albicans 
<400> 27 

tttttttttc tccctctctc tcgttcagat 
tcagactttt ttttttgctc tccatctagt 
caaaaaatcc tcaccagaag aaaaaaaaat 
cacgacagac acaaaactaa agtaaatcca 



tctgtagaat tgattggttg agagtaaaag 60 
gggacaaata agaagtttaa caaagaacga 12 0 
caattttcac aggtaaagtt gtacggacag 180 
tgaggaaaaa agtaaaaaaa aaaaaattgt 2 40 
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tcaccacaac ttcaagagcc attaaaacca 
cttgctggat ttttttgtat atatttgcaa 
ttcttctttt cctttttcca tcttttaagt 
aatgtctgca ttcagatcaa ttcaacgttc 
cagcatcaga acatatgctt ctgctgaacc 
caatgtgctt gggattttac ttttaacgta 
ttagacctta aaacaaagat tggaagaaat 
attcaaaaaa gaacacggta aaactgtcat 
tggtatgaga ggtatcaaag gtttagtttg 
tatccgtttc agaggaagaa ccatcccaga 
tggtgaagaa ccattaccag aagctctttt 
tgacgcccaa actaaggctt tatccgaaga 
cgttgaagaa ttgatcgaca gatctccatc 
tgccgttact gctttggaat ctgaatccca 
caaatccgaa tactggaaat acacttacga 
aaccattgct gctaagattt acagaaacgt 
tgactccaaa ttggattacg gtgctaactt 
ggaatttgtt gaattaatga gattgtacct 
cgtctctgca cacaccaccc acttggttgg 
agctgctggt ttgaatggtt tagctggtcc 
ggaatggttg ttcaaattaa gagaagaatt 
aaaatacttg tgggaaacct tgaactccgg 
cttgagaaag accgatccaa gatacactgc 
agactacgaa ttgttcaaat tggtttcaaa 
caaacacggt aagaccaaga acccatggcc 
acaatactac ggtttgactg aacaatcttt 
ctttggtgtc ttgccacaat tgatcttgga 
aaaatctttc tccactgaaa aatacattga 



aaaatttgga atataaattt caactgattt 300 
ttgatttcct tttacttttt ttttttccat 360 
ttcttttaga atatagtata tttatcaaac 420 
aaccaacgta gccaagagca ctttcaaaaa 480 
agtatgtatt cacttttttg aggatccggg 540 
tatacaaaga taatttacta acttgctttc 600 
cttgccagcc aaagctgaag aagttaaaca 660 
tggtgaagtt ttattagaac aagcttacgg 72 0 
ggaaggttct gttttggacc caattgaagg 780 
cattcaaaaa gaattgccaa aagcaccagg 840 
ctggttgttg ttgactggtg aagttccaac 900 
atttgctgct agatcagcat taccaaagca 960 
tcacttgcac ccaatggctc aattctccat 1020 
atttgcccaa gcttatgcta aaggtgccaa 1080 
agattccatc gatttgttag ctaaattgcc 1140 
tttccacgat ggtaaattgc cagctgccat 1200 
ggccagtttg ttaggttttg gtgacaacaa 1260 
taccatccac tctgaccacg aaggtggtaa 1320 
ttccgcttta tcttccccat tcttgtcatt 1380 
attacacggt agagctaacc aagaagtttt 1440 
aaacggtgac tactccaagg aagccattga 1500 
tagagttgtc ccaggttacg gtcacgctgt 1560 
tcaaagagaa tttgctctta aacatatgcc 1620 
catttacgaa gtcgctccag gtgttttaac 1680 
aaatgtggac tcccactctg gtgtcttgtt 1740 
ctacactgtc ttgttcggtg tttccagagc 1800 
ccgtggtatc ggtatgccaa ttgaaagacc 1860 
attggtcaaa aacatcaaca aagcttaa 1918 
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<210> 28 
<211> 466 
<212> PRT 

<213> Candida albicans 
<400> 28 

Met Ser Ala Phe Arg Ser lie Gin Arg Ser Thr Asn Val Ala Lys Ser 
15 10 15 

Thr Phe Lys Asn Ser lie Arg Thr Tyr Ala Ser Ala Glu Pro Thr Leu 
20 25 30 

Lys Gin Arg Leu Glu Glu lie Leu Pro Ala Lys Ala Glu Glu Val Lys 
35 40 45 

Gin Phe Lys Lys Glu His Gly Lys Thr Val lie Gly Glu Val Leu Leu 
50 55 60 

Glu Gin Ala Tyr Gly Gly Met Arg Gly lie Lys Gly Leu Val Trp Glu 
65 70 75 80 

Gly Ser Val Leu Asp Pro lie Glu Gly lie Arg Phe Arg Gly Arg Thr 
85 90 95 

lie Pro Asp lie Gin Lys Glu Leu Pro Lys Ala Pro Gly Gly Glu Glu 
100 105 110 

Pro Leu Pro Glu Ala Leu Phe Trp Leu Leu Leu Thr Gly Glu Val Pro 



115 

Thr Asp Ala Gin 
130 

Ala Leu Pro Lys 
145 

Leu His Pro Met 

Glu Ser Gin Phe 
180 

Tyr Trp Lys Tyr 
195 

Pro Thr lie Ala 
210 

Leu Pro Ala Ala 
225 

Ser Leu Leu Gly 

Leu Tyr Leu Thr 
260 




120 

Thr Lys Ala Leu 
135 

His Val Glu Glu 
150 

Ala Gin Phe Ser 
165 

Ala Gin Ala Tyr 

Thr Tyr Glu Asp 
200 

Ala Lys lie Tyr 
215 

lie Asp Ser Lys 
230 

Phe Gly Asp Asn 
245 

lie His Ser Asp 
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Ser Glu Glu Phe 
140 

Leu lie Asp Arg 
155 

lie Ala Val Thr 
170 

Ala Lys Gly Ala 
185 

Ser lie Asp Leu 

Arg Asn Val Phe 
220 

Leu Asp Tyr Gly 
235 

Lys Glu Phe Val 
250 

His Glu Gly Gly 
265 




125 

Ala Ala Arg Ser 

Ser Pro Ser His 
160 

Ala Leu Glu Ser 
175 

Asn Lys Ser Glu 
190 

Leu Ala Lys Leu 
205 

His Asp Gly Lys 

Ala Asn Leu Ala 
240 

Glu Leu Met Arg 
255 

Asn Val Ser Ala 
270 
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His Thr Thr His 
275 

Leu Ala Ala Gly 
290 

Asn Gin Glu Val 
305 

Gly Asp Tyr Ser 

Asn Ser Gly Arg 
340 

Thr Asp Pro Arg 
355 

Pro Asp Tyr Glu 
370 

Pro Gly Val Leu 
385 

Val Asp Ser His 
Gin Ser Phe Tyr 



Leu Val Gly Ser 
280 

Leu Asn Gly Leu 
295 

Leu Glu Trp Leu 
310 

Lys Glu Ala lie 
325 

Val Val Pro Gly 

Tyr Thr Ala Gin 
360 

Leu Phe Lys Leu 
375 

Thr Lys His Gly 
390 

Ser Gly Val Leu 
405 

Thr Val Leu Phe 



Ala Leu Ser Ser 

Ala Gly Pro Leu 
300 

Phe Lys Leu Arg 
315 

Glu Lys Tyr Leu 
330 

Tyr Gly His Ala 
345 

Arg Glu Phe Ala 

Val Ser Asn lie 
380 

Lys Thr Lys Asn 
395 

Leu Gin Tyr Tyr 
410 

Gly Val Ser Arg 



Pro Phe Leu Ser 
285 

His Gly Arg Ala 

Glu Glu Leu Asn 
320 

Trp Glu Thr Leu 
335 

Val Leu Arg Lys 
350 

Leu Lys His Met 
365 

Tyr Glu Val Ala 

Pro Trp Pro Asn 
400 

Gly Leu Thr Glu 
415 

Ala Phe Gly Val 
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420 425 430 

Leu Pro Gin Leu lie Leu Asp Arg Gly lie Gly Met Pro lie Glu Arg 
435 440 445 

Pro Lys Ser Phe Ser Thr Glu Lys Tyr lie Glu Leu Val Lys Asn lie 
450 455 460 

Asn Lys 
465 

<210> 29 
<211> 2862 
<212> DNA 

<213> Candida albicans 



<400> 29 














atgatagatg 


aattgattga 


cattattgaa 


attttactag 


ccaaatcaat 


taaagacgaa 


60 


caatttgaga 


actttctaaa 


atttgaatat 


tgtcgagcat 


tattatctca 


aactaacaac 


120 


aaccctacca 


atgatgttaa 


gttttcacaa 


atatttttgg 


atttgaagaa 


acgctcacag 


180 


aattggaaat 


catttgatga 


tattattcaa 


ttgagtttat 


tacaactaca 


atattgcata 


240 


tatgccaaga 


attcaataaa 


ggcaaaagat 


agatttaatg 


gaatcttaca 


aacacttttg 


300 


aaaaaaccac 


aattcaatat 


atcaaaatca 


aagaatttac 


ccattgtttc 


caaattacag 


360 


aattttttaa 


ttttaggaaa 


atttcaatta 


cttgcatgtc 


atgtaaataa 


tcatattata 


420 


cataataaaa 


ttgaagcgtt 


taataatatt 


aaaacaggta 


ttcaattatt 


atattcaatt 


480 


gtcaaaaaac 


ttcctactaa 


tatcaacaaa 


actttatggc 


aagaacttaa 


ctgggaaatc 


540 


actcgattat 


tatttgatag 


ttataaattg 


gcaattgatt 


tatctattga 


tattgggata 


600 


tctcgagaca 


tcccattatt 


tttgaatgaa 


tgggttaaac 


tcaataatag 


tattgacaat 


660 
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gatgtaccga ttgttaattg tatcaatgag 
aataatgaat ttcaaaaata tatcagaatt 
aagaataata gtgctgttca acaatatatt 
cacgcttcaa gtagtcgtca attaaagagt 
tcactcagtg aattactgaa atcggtacaa 
actatgtgct ctaaggagtt acttgataag 
gaagtaacta attatgagaa atccagttca 
aataatttga atcaagttgt ttgtttattg 
ttgttatcag aggtttatta tcttcaggat 
cgtaaattga tggattcttc aaagcaagat 
gatttcaatc aagttgttga agatccaagt 
tttaatgttg atttacaact ttatttaccc 
tgtcagaata ctggagattt attgatttcc 
tttatgagat tgccattact gagattccct 
aattttgaaa aaatcattga tgatagtaat 
attttaactg ttgaagatag aaaacaatgg 
ttacaagata ttttgcatca tgttgaaagc 
ttcactaatg acaatgacgt tgaaaatgaa 
gatttaatga aaattttgaa agattgttta 
aggtttcttc agtttaatga atttatttat 
tatgaattgg ttgatgattt gataaaattt 
atagttaatt ttggcactaa tgttaaaatt 
attgataaag ttaataaaaa caaacaaaat 
aacaacagca acaacaacag caacagcaac 
gccaactgtt ccaatttccc atgggaatcg 
agaatgccat caattcatat gttacttgat 
aagttaatgt ttgttgataa atctaatttg 
attcgatcag aaaatcgatt caaaaaatta 



tttgaaatcg 


gtcgatatgg 


attgctttcc 


720 


gctcaaggaa 


gactcggata 


tagccttgtg 


780 


aatagagacc 


gggatgacga 


aatttgtgga 


840 


cttgtgagaa 


ctattttcaa 


ttcagataat 


900 


ttattacctt 


gtattattgg 


tgacagctct 


960 


ttggttcaac 


taaaaaatga 


aatattaact 


1020 


ttatcgttaa 


atcagcaaca 


acaactaatt 


1080 


tcttctttga 


cttcgtttaa 


aggtgatggt 


1140 


tatgttagaa 


atctaccatt 


tgctaatgaa 


1200 


gagagtaata 


atttgttacc 


ccgtgcatta 


1260 


aacaccacta 


ttaacaatag 


tatgatagat 


1320 


cataattgga 


ttcttgttac 


gttagacatt 


1380 


aaattgacta 


aggggtcacc 


aaatccaatt 


1440 


tcaagtttgg 


gttttcaaca 


attgatgcaa 


1500 


ttatctacaa 


aaaggaaaac 


tacttctaaa 


1560 


tggagatctc 


gattcacttt 


ggattttcaa 


1620 


aaatggtttg 


gtgggtttat 


ttcaggtatt 


1680 


tccaagaacg 


tgtttcataa 


attcaaacaa 


1740 


accgtaagtg 


acgataaatc 


gaatatagag 


1800 


tactgctttt 


actcaatgga 


ggaatataat 


1860 


ataactataa 


atatgaattc 


tcatggcaga 


1920 


aataaattac 


acgaattaat 


taagaatttg 


1980 


gtgactagca 


acaacaaaaa 


caacagcaac 


2040 


aattcccaac 


atattgtttt 


gatacctaat 


2100 


atggaatttc 


ttcgtagtaa 


atcaatttca 


2160 


ctagtcaaat 


caaacaccaa 


taacaagaac 


2220 


tattatttga 


ttaatcccag 


tggtgattta 


2280 


tttgaatcaa 


atcatttatg 


gagaggggaa 


2340 
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attggaaaat 


tatcaagtaa 


tgaacatgaa 


gattatcaag 


attcaatatt atgtgaaatc 


2400 


ttgaaaagtc 


atttatttgt 


ttatattggt 


catggtggtt 


gtgatcaata tattaaagta 


2460 


tcaaaattat 


ttaaaaaatg 


tggcaataat 


caagatttac 


tgaataaatt acctcctagt 


2520 


ttattgttag 


gttgttcatc 


agttaaatta 


gataattgta 


attataacta taattccagt 


2580 


atgttacaac 


cactgggtaa 


tatttataat 


tggttgaact 


gtaaatcgtc aatgatactc 


2640 


gggaatctat 


gggatgttac 


tgataaggat 


attgatattt 


ttacactttc attactacaa 


2700 


aaatgggggt 


taatagatga 


ttataatggt 


agtggccatg 


attatggtat gaagaaattg 


2760 


gatttgacta 


attgtgttgt 


tcaaagtcga 


agtaaatgta 


ctttgaaata cttgaatgga 


2820 


tcagcacctg 


tggtttatgg 


tctaccaatg 


tatttaaaat 


ag 


2862 


<210> 30 












<211> 953 












<212> PRT 












<213> Candida albicans 








<400> 30 












Met lie Asp Glu Leu lie Asp lie 


lie Glu He 


Leu Leu Ala Lys Ser 




1 


5 




10 


15 




lie Lys Asp Glu Gin Phe Glu Asn 


Phe Leu Lys 


Phe Glu Tyr Cys Arg 






20 




25 


30 




Ala Leu Leu Ser Gin Thr Asn Asn 


Asn Pro Thr 


Asn Asp Val Lys Phe 




35 


40 




4 5 




Ser Gin lie Phe Leu Asp Leu Lys 


Lys Arg Ser 


Gin Asn Trp Lys Ser 




50 




55 




60 




Phe Asp Asp lie lie Gin Leu Ser 


Leu Leu Gin 


Leu Gin Tyr Cys He 
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65 

Tyr Ala Lys Asn 

Gin Thr Leu Leu 
100 

Leu Pro lie Val 
115 

Gin Leu Leu Ala 
130 

Glu Ala Phe Asn 
145 

Val Lys Lys Leu 

Asn Trp Glu lie 
180 

Asp Leu Ser lie 
195 

Asn Glu Trp Val 
210 



70 

Ser lie Lys Ala 
85 

Lys Lys Pro Gin 

Ser Lys Leu Gin 
120 

Cys His Val Asn 
135 

Asn lie Lys Thr 
150 

Pro Thr Asn lie 
165 

Thr Arg Leu Leu 

Asp lie Gly lie 
200 

Lys Leu Asn Asn 
215 



75 

Lys Asp Arg Phe 
90 

Phe Asn lie Ser 
105 

Asn Phe Leu lie 

Asn His lie lie 
140 

Gly lie Gin Leu 
155 

Asn Lys Thr Leu 
170 

Phe Asp Ser Tyr 
185 

Ser Arg Asp lie 

Ser lie Asp Asn 
220 



80 

Asn Gly lie Leu 
95 

Lys Ser Lys Asn 
110 

Leu Gly Lys Phe 
125 

His Asn Lys lie 

Leu Tyr Ser lie 
160 

Trp Gin Glu Leu 
175 

Lys Leu Ala lie 
190 

Pro Leu Phe Leu 
205 

Asp Val Pro lie 
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Val Asn Cys lie 
225 

Asn Asn Glu Phe 

Tyr Ser Leu Val 
260 

Asp Arg Asp Asp 
275 

Lys Ser Leu Val 
290 

Leu Ser Lys Ser 
305 

Thr Met Cys Ser 

Glu lie Leu Thr 
340 

Leu Asn Gin Gin 
355 

Leu Leu Ser Ser 



Asn Glu Phe Glu 
230 

Gin Lys Tyr lie 
245 

Lys Asn Asn Ser 

Glu lie Cys Gly 
280 

Arg Thr lie Phe 
295- 

Val Gin Leu Leu 
310 

Lys Glu Leu Leu 
325 

Glu Val Thr Asn 

Gin Gin Leu lie 
360 

Leu Thr Ser Phe 



lie Gly Arg Tyr 
235 

Arg lie Ala Gin 
250 

Ala Val Gin Gin 
265 

His Ala Ser Ser 

Asn Ser Asp Asn 
300 

Pro Cys lie lie 
315 

Asp Lys Leu Val 
330 

Tyr Glu Lys Ser 
345 

Asn Asn Leu Asn 
Lys Gly Asp Gly 



Gly Leu Leu Ser 
240 

Gly Arg Leu Gly 
255 

Tyr lie Asn Arg 
270 

Ser Arg Gin Leu 
285 

Ser Leu Ser Glu 

Gly Asp Ser Ser 
320 

Gin Leu Lys Asn 
335 

Ser Ser Leu Ser 
350 

Gin Val Val Cys 
365 

Leu Leu Ser Glu 
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370 

Val Tyr Tyr Leu 
385 

Arg Lys Leu Met 

Pro Arg Ala Leu 
420 

Thr lie Asn Asn 
435 

Leu Pro His Asn 
450 

Gly Asp Leu Leu 
465 

Phe Met Arg Leu 

Gin Leu Met Gin 
500 

Thr Lys Arg Lys 
515 



375 

Gin Asp Tyr Val 
390 

Asp Ser Ser Lys 
405 

Asp Phe Asn Gin 

Ser Met lie Asp 
440 

Trp lie Leu Val 
455 

lie Ser Lys Leu 
470 

Pro Leu Ser Arg 
485 

Asn Phe Glu Lys 

Thr Thr Ser Lys 
520 



380 

Arg Asn Leu Pro 
395 

Gin Asp Glu Ser 
410 

Val Val Glu Asp 
425 

Phe Asn Val Asp 

Thr Leu Asp lie 
460 

Thr Lys Gly Ser 
475 

Phe Pro Ser Ser 
490 

lie lie Asp Asp 
505 

lie Leu Thr Val 



Phe Ala Asn Glu 
400 

Asn Asn Leu Leu 
415 

Pro Ser Asn Thr 
430 

Leu Gin Leu Tyr 
445 

Cys Gin Asn Thr 

Pro Asn Pro lie 
480 

Leu Gly Phe Gin 
495 

Ser Asn Leu Ser 
510 

Glu Asp Arg Lys 
525 



106 



Gin Trp Trp Arg 
530 

Leu His His Val 
545 

Phe Thr Asn Asp 

Lys Phe Lys Gin 
580 

Ser Asp Asp Lys 
595 

lie Tyr Tyr Cys 
610 

Asp Asp Leu lie 
625 

lie Val Asn Phe 

lie Lys Asn Leu 
660 



Ser Arg Phe Thr 
535 

Glu Ser Lys Trp 
550 

Asn Asp Val Glu 
565 

Asp Leu Met Lys 

Ser Asn lie Glu 
600 

Phe Tyr Ser Met 
615 

Lys Phe lie Thr 
630 

Gly Thr Asn Val 
645 

lie Asp Lys Val 



Leu Asp Phe Gin 
540 

Phe Gly Gly Phe 
555 

Asn Glu Ser Lys 
570 

lie Leu Lys Asp 
585 

Arg Phe Leu Gin 

Glu Glu Tyr Asn 
620 

lie Asn Met Asn 
635 

Lys lie Asn Lys 
650 

Asn Lys Asn Lys 
665 



Leu Gin Asp lie 

lie Ser Gly lie 
560 

Asn Val Phe His 
575 

Cys Leu Thr Val 
590 

Phe Asn Glu Phe 
605 

Tyr Glu Leu Val 

Ser His Gly Arg 
640 

Leu His Glu Leu 
655 

Gin Asn Val Thr 
670 



Ser Asn Asn Lys Asn Asn Ser Asn Asn Asn Ser Asn Asn Asn Ser Asn 
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675 

Ser Asn Asn Ser 
690 

Asn Phe Pro Trp 
705 

Arg Met Pro Ser 

Asn Asn Lys Asn 
740 

Leu lie Asn Pro 
755 

Lys Leu Phe Glu 
770 

Ser Ser Asn Glu 
785 

Leu Lys Ser His 

Tyr lie Lys Val 
820 



680 

Gin His He Val 
695 

Glu Ser Met Glu 
710 

He His Met Leu 
725 

Lys Leu Met Phe 

Ser Gly Asp Leu 
760 

Ser Asn His Leu 
775 

His Glu Asp Tyr 
790 

Leu Phe Val Tyr 
805 

Ser Lys Leu Phe 



Leu He Pro Asn 
700 

Phe Leu Arg Ser 
715 

Leu Asp Leu Val 
730 

Val Asp Lys Ser 
745 

He Arg Ser Glu 

Trp Arg Gly Glu 
780 

Gin Asp Ser He 
795 

He Gly His Gly 
810 

Lys Lys Cys Gly 
825 



685 

Ala Asn Cys Ser 

Lys Ser He Ser 
720 

Lys Ser Asn Thr 
735 

Asn Leu Tyr Tyr 
750 

Asn Arg Phe Lys 
765 

He Gly Lys Leu 

Leu Cys Glu He 
800 

Gly Cys Asp Gin 
815 

Asn Asn Gin Asp 
830 
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Leu Ser Asn Lys 
835 

Lys Leu Asp Asn 
850 

Ser Gly Asn lie 
865 

Gly Asn Leu Trp 

Ser Leu Leu Gin 
900 

His Asp Tyr Gly 
915 

Ser Arg Ser Lys 
930 

Val Tyr Gly Leu 
945 



Leu Pro Pro Ser 
840 

Cys Asn Tyr Asn 
855 

Tyr Asn Trp Leu 
870 

Asp Val Thr Asp 
885 

Lys Trp Gly Leu 

Met Lys Lys Leu 
920 

Cys Thr Leu Lys 
935 

Pro Met Tyr Leu 
950 



Leu Leu Leu Gly 

Tyr Asn Ser Ser 
860 

Asn Cys Lys Ser 
875 

Lys Asp lie Asp 
890 

lie Asp Asp Tyr 
905 

Asp Leu Thr Asn 

Tyr Leu Asn Gly 
940 

Lys 



Cys Ser Ser Val 
845 

Met Leu Gin Pro 

Ser Met lie Leu 
880 

lie Phe Thr Leu 
895 

Asn Gly Ser Gly 
910 

Cys Val Val Gin 
925 

Ser Ala Pro Val 



<210> 
<211> 
<212> 



31 

1443 
DNA 



<213> Candida albicans 



<400> 31 



cttcttttag 


agacaatgca 


gtggttttct 


ctataatcga 


tctattcaca 


gtatttgatg 


gatgctcatc 


ttattgggag 


tttcaaaaaa 


attataaata 


gaagctttac 


tatcttatag 


ataatggatg 


attttgatag 


agatttagat 


aaaggaataa 


aggttcatcg 


cacttttgaa 


ggaatatatg 


cctatggatt 


tgaagcacca 


atcatcagtg 


gtagagacac 


aatagcacag 


ttttctattg 


gtatgcttga 


ggttatagat 


ttgtctccta 


ctagagagtt 


ggcaattcaa 


tatatgaaca 


ttcacaccca 


tgcctgtatt 


aaattgcagc 


aagggcaaca 


aatagttagt 


aaaagaagaa 


atctacaaac 


tagaaatatc 


ctttttacaa 


aagggtttaa 


agaacagatc 


gttcaagtag 


tagttgttag 


tgccactttg 


tttaccactg 


atccagtgaa 


aatcttggtg 


aaacaatatt 


atgttcaatg 


tgaacgtgaa 


tatgacaacc 


ttacaataac 


tcaagcagtg 


tggcttgctg 


atcaaatgaa 


aaagcaaaac 


aaacaagatg 


aacgagattc 


aattatgaac 


atatctacag 


atgtttgggc 


aagaggtatt 


tatgatttgc 


ccaccgataa 


ggaaaactat 


ggtagaaagg 


gaacagctat 


aaacttgata 


ttggagaaat 


attattcaac 


gaaaattaag 


taa 
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taccagatgc 


atgaccccca 


cccaataaaa 


60 


ccattttgat 


ggtgatgaat 


gatgtgatgt 


120 


aaaagttaca 


ctcgaaaaaa 


aaaaaatagc 


180 


aacaaaacaa 


aaaacactat 


cttctaatta 


240 


aatgagttgg 


aatttagtca 


taaatcaacg 


300 


agtatgaatt 


tgaaacctga 


tcttttgaaa 


360 


tctgctattc 


aatctagggc 


tattatgcag 


420 


gcacaatctg 


gaactggtaa 


aactgctact 


480 


actaaatcaa 


aagagtgtca 


agcacttatc 


540 


atacaaaatg 


tggtcatgca 


tttaggagat 


600 


ggtgggaaaa 


atgtcggtga 


ggatgttaag 


660 


gggacaccag 


gtagagtgat 


tgatgtgata 


720 


aaggttctta 


ttttagatga 


agctgatgaa 


780 


tacgaaatct 


acaaacattt 


accaccttcg 


840 


ccacgtgaag 


tattggagat 


gacaagtaag 


900 


aagagggatg 


agatttcgct 


tctgggaatc 


960 


gattggaagt 


ttgatacact 


atgtgatttg 


1020 


atattttgta 


ataccaaatt 


gaaggtgaat 


1080 


tttactgttg 


tggcaatgca 


tggtgatatg 


1140 


gattttagaa 


gggggaattc 


aagagtatta 


1200 


gatgtccaac 


aagtctcgtt 


ggtaataaat 


1260 


attcatagaa 


ttggacgatc 


aggtagattt 


1320 


actaaagatg 


atgtggtcac 


tttaaaagaa 


1380 


gaaatgccaa 


tgaatattaa 


tgatataatg 


1440 



1443 
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<210> 32 
<211> 399 
<212> PRT 

<213> Candida albicans 
<400> 32 

Met Asp Asp Phe Asp Arg Asp Leu Asp Asn Glu Leu Glu Phe Ser His 
15 10 15 

Lys Ser Thr Lys Gly lie Lys Val His Arg Thr Phe Glu Ser Met Asn 
20 25 30 

Leu Lys Pro Asp Leu Leu Lys Gly lie Tyr Ala Tyr Gly Phe Glu Ala 
35 40 45 

Pro Ser Ala lie Gin Ser Arg Ala lie Met Gin lie lie Ser Gly Arg 
50 55 60 

Asp Thr lie Ala Gin Ala Gin Ser Gly Thr Gly Lys Thr Ala Thr Phe 
65 70 75 80 

Ser lie Gly Met Leu Glu Val lie Asp Thr Lys Ser Lys Glu Cys Gin 
85 90 95 

Ala Leu lie Leu Ser Pro Thr Arg Glu Leu Ala lie Gin lie Gin Asn 
100 105 110 

Val Val Met His Leu Gly Asp Tyr Met Asn lie His Thr His Ala Cys 
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115 

lie Gly Gly Lys 
130 

Gin Gin lie Val 
145 

Arg Arg Asn Leu 

Ala Asp Glu Leu 
180 

Tyr Lys His Leu 
195 

Leu Pro Arg Glu 
210 

Val Lys lie Leu 
225 

Gin Tyr Tyr Val 

Cys Asp Leu Tyr 
260 



120 

Asn Val Gly Glu 
135 

Ser Gly Thr Pro 
150 

Gin Thr Arg Asn 
165 

Phe Thr Lys Gly 

Pro Pro Ser Val 
200 

Val Leu Glu Met 
215 

Val Lys Arg Asp 
230 

Gin Cys Glu Arg 
245 

Asp Asn Leu Thr 



Asp Val Lys Lys 
140 

Gly Arg Val lie 
155 

lie Lys Val Leu 
170 

Phe Lys Glu Gin 
185 

Gin val val Val 

Thr Ser Lys Phe 
220 

Glu He Ser Leu 
235 

Glu Asp Trp Lys 
250 

He Thr Gin Ala 
265 



125 

Leu Gin Gin Gly 

Asp Val He Lys 
160 

He Leu Asp Glu 
175 

He Tyr Glu He 
190 

Val Ser Ala Thr 
205 

Thr Thr Asp Pro 

Ser Gly . He Lys 
240 

Phe Asp Thr Leu 
255 

Val He Phe Cys 
270 



112 



Asn Thr Lys Leu 
275 

Asn Phe Thr Val 
290 

Asp Ser lie Met 
305 

Ser Thr Asp Val 

Val lie Asn Tyr 
340 

lie Gly Arg Ser 
355 

lie Thr Lys Asp 
370 

Ser Thr Lys lie 
385 



Lys Val Asn Trp 
280 

Val Ala Met His 
295 

Asn Asp Phe Arg 
310 

Trp Ala Arg Gly 
325 

Asp Leu Pro Thr 

Gly Arg Phe Gly 
360 

Asp Val Val Thr 
375 

Lys Glu Met Pro 
390 



Leu Ala Asp Gin 

Gly Asp Met Lys 
300 

Arg Gly Asn Ser 
315 

lie Asp Val Gin 
330 

Asp Lys Glu Asn 
345 

Arg Lys Gly Thr 

Leu Lys Glu Leu 
380 

Met Asn lie Asn 
395 



Met Lys Lys Gin 
285 

Gin Asp Glu Arg 

Arg Val Leu lie" 
320 

Gin Val Ser Leu 
335 

Tyr lie His Arg 
350 

Ala lie Asn Leu 
365 

Glu Lys Tyr Tyr 
Asp lie Met 



<210> 33 
<211> 825 
<212> DNA 
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<213> Candida albicans 



<400> 33 



aaccccacct 


tcaaagacaa 


agaagatttc 


aaccaagaac 


taatcaaatt 


tgcccgtgac 


gacggaggtg 


catgggaaaa 


ctatgaacga 


caaaaagaat 


tggaaacaac 


acgtatgtct 


ttcagaacta 


gagattataa 


aacaacccaa 


gaaagtttca 


ttggacatgt 


tggcaaaaat 


tatgggttta 


acacttattt 


gggtgataat 


gatgtttcca 


tagtcagaat 


tggtaataat 


accccaacac 


acccagtgga 


tcccactttg 


gtgacggtgg 


gtaacggggt 


ctggttgtgt 


gtaggtgatg 


gcagcattgt 


ggctgctggt 


actgtagttg 


cgggagttcc 


tgctagggta 


tttgacacta 


tggcagtttt 


gaaacaatat 


ttgatgtaat 


gtacacgact 


acactatttg 



<210> 34 
<211> 206 
<212> PRT 

<213> Candida albicans 
<400> 34 

Met lie Ser Gly Met Leu Tyr Asn 
1 5 

Thr Arg Met Ser Cys Arg Asp Tyr 



gtcaagcaaa 


cgaatgtcag 


agcagaaaag 


60 


aaccttaacc 


atttaccatt 


caccgaaaaa 


120 


atgatcagtg 


gtatgctcta 


caactgttta 


180 


tgcagagact 


acatgttgga 


ctacggcagt 


240 


gaatttcttg 


atgcaaaata 


caaacattta 


300 


gcatttatgg 


aatatccaat 


ctattttgat 


360 


ttctattcca 


attacaattt 


gacaattttg 


420 


gtcaagtgtg 


gtcccaatgt 


atctatcctt 


480 


cgctatgatc 


aattggaaaa 


tgccttgcct 


540 


ggaagctgta 


ccattcttgg 


tggggtgaca 


600 


gcagttgtca 


acaaggacgt 


tccaccaaac 


660 


gttaagcagc 


tagaacctag 


agaccctaac 


720 


ggtatgggtt 


atatagatta 


gtaattagat 


780 


ctggtgtctg 


ttttt 




825 



Cys Leu Gin Lys Glu Leu Glu Thr 
10 15 



Met Leu Asp Tyr Gly Ser Phe Arg 
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20 

Thr Arg Asp Tyr 
35 

His Leu Glu Ser 
50 

Tyr Pro lie Tyr 
65 

Phe Tyr Ser Asn 

lie Gly Asn Asn 
100 

Thr His Pro Val 
115 

Leu Pro Val Thr 
130 

lie Leu Gly Gly 
145 

Ala Val Val Asn 



Lys Thr Thr Gin 
40 

Phe lie Gly His 
55 

Phe Asp Tyr Gly 
70 

Tyr Asn Leu Thr 
85 

Val Lys Cys Gly 

Asp Pro Thr Leu 
120 

Val Gly Asn Gly 
135 

Val Thr Val Gly 
150 

Lys Asp Val Pro 
165 



25 

Glu Phe Leu Asp 

Val Gly Lys Asn 
60 

Phe Asn Thr Tyr 
75 

lie Leu Asp Val 
90 

Pro Asn Val Ser 
105 

Arg Tyr Asp Gin 

Val Trp Leu Cys 
140 

Asp Gly Ser lie 
155 

Pro Asn Thr Val 
170 



30 

Ala Lys Tyr Lys 
45 

Ala Phe Met Glu 

Leu Gly Asp Asn 
80 

Ser lie Val Arg 
95 

lie Leu Thr Pro 
110 

Leu Glu Asn Ala 
125 

Gly Ser Cys Thr 

Val Ala Ala Gly 
160 

Val Ala Gly Val 
175 



115 



Pro Ala Arg Val 
180 

Thr Met Ala Val 
195 



Val Lys Gin Leu 

Leu Lys Gin Tyr 
200 



Glu Pro Arg Asp 
185 

Gly Met Gly Tyr 



Pro Asn Phe Asp 
190 

lie Asp 
205 



<210> 35 
<211> 823 
<212> DNA 

<213> Candida albicans 
<400> 35 

aaccaacaat gagtcaagtc gctccaaagt 
aacaaaccag aaagactgct cgtccacaaa 
ttttaatttt attggccggt agattcagag 
aagacaacac cttattggtt tctggtccat 
ttaacgctag atacgttatc gccacctcca 
ctaaattcaa cgtcgaatac tttgctagag 
ctgaattctt caatgaatct caaccaaaga 
aaaaatctgt cgatgctgct ttattaagtg 
acttggccgc ttcattctct ttgaagaacg 
ttaggtgaaa ttaatatttt gcaaacatgt 
caatggatgg gatatggtta agaggatgtc 
ttgtttaata atggaaggta ttggctcaga 
tttactttta caatattttc gtctatttgc 
ggtgtatctt aactcttatt cattttgtat 



ggtaccaatc agaagacgtt ccagctccaa 60 
aattacgtgc ctctttagtc ccaggtaccg 120 
gtaaaagagt tgtttacttg aagaacttgg 180 
tcaaagtcaa tggtgttcca ttgagaagag 240 
ccaaagtcaa cgtttctggt gttgatgttt 3 00 
aaaaatcttc taaatctaaa aaatccgaag 360 
aagaaatcaa agctgaaaga gttgctgacc 42 0 
aaatcaaaaa gaccccatta ttgaaacaat 480 
gtgacagacc acacttgtta aaattttaat 540 
tcatgataaa taacaatgtg gcttttaaag 600 
tttatatttt gagttttata tatgggtact 660 
tgaacttcaa aatggagatt acttttttct 720 
tgtttaagct gcaaaaacaa atttttaatc 780 
atttaataca tat 823 
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<210> 36 
<211> 176 
<212> PRT 

<213> Candida albicans 
<400> 36 

Met Ser Gin Val Ala Pro Lys Trp Tyr Gin Ser Glu Asp Val Pro Ala 
1 5 10 15 

Pro Lys Gin Thr Arg Lys Thr Ala Arg Pro Gin Lys Leu Arg Ala Ser 
20 25 30 

Leu Val Pro Gly Thr Val Leu lie Leu Leu Ala Gly Arg Phe Arg Gly 
35 40 45 

Lys Arg Val Val Tyr Leu Lys Asn Leu Glu Asp Asn Thr Leu Leu Val 
50 55 60 

Ser Gly Pro Phe Lys Val Asn Gly Val Pro Leu Arg Arg Val Asn Ala 
65 70 75 80 

Arg Tyr Val lie Ala Thr Ser Thr Lys Val Asn Val Ser Gly Val Asp 
85 90 95 

Val Ser Lys Phe Asn Val Glu Tyr Phe Ala Arg Glu Lys Ser Ser Lys 
100 105 110 



Ser Lys Lys Ser Glu Ala Glu Phe Phe Asn Glu Ser Gin Pro Lys Lys 
115 120 125 
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Glu lie Lys Ala Glu 
130 

Leu Leu Ser Glu lie 
145 

Ala Ser Phe Ser Leu 
165 



Arg Val Ala Asp Gin Lys 
135 

Lys Lys Thr Pro Leu Leu 

150 155 

Lys Asn Gly Asp Arg Pro 
170 



Ser Val Asp Ala Ala 
140 

Lys Gin Tyr Leu Ala 
160 

His Leu Leu Lys Phe 
175 



<210> 37 
<211> 415 
<212> DNA 

<213> Candida albicans 
<400> 37 

aacattaaag caagatggaa aacgataaag gtcaattagt tgaattatac gtcccaagaa 60 
aatgttctgc taccaacaga atcattaaag ccaaagatca cgcttctgtt caaatctcaa 120 
ttgctaaagt tgatgaagac ggtagagcta ttgctggtga aaacatcact tacgctttaa 180 
gtggttacgt tagaggtaga ggtgaagctg atgactcatt aaacagattg gctcaacaag 24 0 
acggtttatt gaagaacgtc tggtcttact ctcgttaaga gaatagaaga atagacaaaa 300 
ttgataattg ggtattttaa gaaattactt tttttatatt gcaaattaat tttaatcttt 360 
cttctgtgta tatttaatgt cttaacataa taaaaaaaaa gaatagaaat ggttt 415 
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<210> 38 
<211> 87 
<212> PRT 

<213> Candida albicans 
<400> 38 

Met Glu Asn Asp Lys Gly Gin Leu Val Glu Leu Tyr Val Pro Arg Lys 
15 10 15 

Cys Ser Ala Thr Asn Arg lie lie Lys Ala Lys Asp His Ala Ser Val 
20 25 30 

Gin lie Ser lie Ala Lys Val Asp Glu Asp Gly Arg Ala lie Ala Gly 
35 40 45 

Glu Asn lie Thr Tyr Ala Leu Ser Gly Tyr Vai Arg Gly Arg Gly Glu 
50 55 60 

Ala Asp Asp Ser Leu Asn Arg Leu Ala Gin Gin Asp Gly Leu Leu Lys 
65 70 75 80 

Asn Val Trp Ser Tyr Ser Arg 
85 



<210> 39 
<211> 1685 
<212> DNA 

<213> Candida albicans 
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<400> 39 



ctgtttatta 


aatggatata 


tgttaaacca 


tgaacttcgg 


tttatcagaa 


aaattggtgc 


60 


tggtacctat 


ggtttgattt 


accttgtgga 


aaatatctac 


actaaacaac 


aatttgctgc 


120 


taaaatggtt 


cttgaacagc 


cattactcaa 


acaaaagcaa 


caacaacaac 


aaagtcatca 


180 


tggacataaa 


ggagaatcta 


gtatgaacaa 


acaaataata 


ctgcaagaat 


tttatcaata 


240 


ttttttaaac 


aatagtatgc 


cacaaccacg 


aaatttggac 


ttgaattacc 


ttcgagacaa 


300 


cggacatgat 


tgcccctttt 


tgactgaaat 


ctcattacat 


ttaaaagtac 


atcaacaccc 


360 


aaacatagcg 


actattcatc 


aagtattaaa 


cattgaagat 


tttgccataa 


taatattgat 


420 


ggatcatttt 


gagcaaggag 


atttgttcac 


taatatcatt 


gatagacaaa 


tattcaccaa 


480 


taatagtcat 


agaaaagttc 


caagaacaga 


ttttgaaacc 


caattattaa 


tgaagaatgc 


540 


catgttacaa 


ttgatagaag 


ccattgaata 


ttgtcacgaa 


aataatattt 


accattgtga 


600 


tttaaaacca 


gaaaacatta 


tggttagata 


taatccatac 


tatgttcgtc 


caactatcaa 


660 


taacaataat 


aacaatggag 


aagatgattt 


atgctatgcc 


aacagtatta 


ttgactataa 


720 


tgaattacac 


ctcgtgttga 


ttgattttgg 


tttagctatg 


gactctgcta 


ccatttgttg 


780 


taattcatgt 


cgtggatcgt 


cattttacat 


ggcaccagaa 


agaaccacca 


attataacac 


840 


ccatcgttta 


atcaaccaat 


taattgatat 


gaatcaatat 


gagtcaattg 


aaatcaatgg 


900 


gacaacagtg 


acaaaatcaa 


actgtaaata 


tttacctaca 


ttggctgggg 


atatttggtc 


960 


attgggagta 


ttgttcatta 


atatcacttg 


ttcaagaaac 


ccatggccca 


ttgcatcatt 


1020 


tgataataat 


caaaataatg 


aagtgtttaa 


gaattatatg 


ttgaataata 


acaaggctgt 


1080 


tttgagcaaa 


atcttaccca 


tttcctcaca 


atttaatcgc 


ttattagata 


gaattttcaa 


1140 


attgaatcct 


aatgatagaa 


tagatttacc 


aactttatac 


aaagaagtta 


ttcgttgtga 


1200 


tttcttcaaa 


gatgatcatt 


actactatgc 


ccaacatcaa 


catcatcaca 


atcacaatca 


1260 


aatcaataat 


gcttacaatc 


actatcagaa 


acaacctaat 


caagcaagac 


ctactgcaaa 


1320 


ccaacaattg 


tatacaccac 


cggaaaccac 


cacttataat 


tcatacgcta 


gtgatatgga 


1380 


agaagatgaa 


attagtgatg 


atgagtttta 


ttctgatgaa 


gaagatgaag 


atattgaaga 


1440 


ctatgaagag 


gaagaggaag 


agtattttgg 


taatgagcaa 


caacaacaac 


agcaagtcac 


1500 


aacagtgaat 


ggtaattttg 


gtcaagttaa 


aggtacctgt 


tattacgata 


ccaaaaccaa 


1560 




aacaactaca tatataaaac caccagctgc 
tgaatactgt taagttgtac acataaataa 
tatag 




120 

atatacttta gagacgccta gtcaaagtgt 1620 
ttaatgacaa ttaataataa cgattaataa 1680 

1685 



<210> 40 
<211> 537 
<212> PRT 

<213> Candida albicans 
<400> 40 

Met Leu Asn His Glu Leu Arg Phe lie Arg Lys lie Gly Ala Gly Thr 
1 5 10 15 

Tyr Gly Leu lie Tyr Leu Val Glu Asn lie Tyr Thr Lys Gin Gin Phe 
20 25 30 

Ala Ala Lys Met Val Leu Glu Gin Pro Leu Leu Lys Gin Lys Gin Gin 
35 40 45 

Gin Gin Gin Ser His His Gly His Lys Gly Glu Ser Ser Met Asn Lys 
50 55 60 

Gin lie lie Ser Gin Glu Phe Tyr Gin Tyr Phe Leu Asn Asn Ser Met 
65 70 75 80 

Pro Gin Pro Arg Asn Leu Asp Leu Asn Tyr Leu Arg Asp Asn Gly His 
85 90 95 



Asp Cys Pro Phe Leu Thr Glu lie Ser Leu His Leu Lys Val His Gin 
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100 

His Pro Asn lie 
115 

Ala lie lie lie 
130 

Asn lie lie Asp 
145 

Pro Arg Thr Asp 

Gin Leu lie Glu 
180 

Cys Asp Leu Lys 
195 

Val Arg Pro Thr 
210 

Cys Tyr Ala Asn 
225 

lie Asp Phe Gly 



Ala Thr lie His 
120 

Leu Met Asp His 
135 

Arg Gin lie Phe 
150 

Phe Glu Thr Gin 
165 

Ala lie Glu Tyr 

Pro Glu Asn lie 
200 

lie Asn Asn Asn 
215 

Ser lie lie Asp 
230 

Leu Ala Met Asp 
245 



105 

Gin Val Leu Asn 

Phe Glu Gin Gly 
140 

Thr Asn Asn Ser 
155 

Leu Leu Met Lys 
170 

Cys His Glu Asn 
185 

Met Val Arg Tyr 

Asn Asn Asn Gly 
220 

Tyr Asn Glu Leu 
235 

Ser Ala Thr lie 
250 



110 

lie Glu Asp Phe 
125 

Asp Leu Phe Thr 

His Arg Lys Val 
160 

Asn Ala Met Leu 
175 

Asn lie Tyr His 
190 

Asn Pro Tyr Tyr 
205 

Glu Asp Asp Leu 

His Leu Val Leu 
240 

Cys Cys Asn Ser 
255 
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Cys Arg Gly Ser 
260 

Asn Thr His Arg 
275 

Ser lie Glu lie 
290 

Leu Pro Thr Leu 
305 

Asn lie Thr Cys 

Asn Gin Asn Asn 
340 

Ala Val Leu Ser 
355 

Leu Asp Arg lie 
370 

Thr Leu Tyr Lys 
• 385 

Tyr Tyr Tyr Ala 



Ser Phe Tyr Met 

Leu lie Asn Gin 
280 

Asn Gly Thr Thr 
295 

Ala Gly Asp lie 
310 

Ser Arg Asn Pro 
325 

Glu Val Phe Lys 

Lys lie Leu Pro 
360 

Phe Lys Leu Asn 
375 

Glu Val lie Arg 
390 

Gin His Gin His 



Ala Pro Glu Arg 
265 

Leu lie Asp Met 

Val Thr Lys Ser 
300 

Trp Ser Leu Gly 
315 

Trp Pro lie Ala 
330 

Asn Tyr Met Leu 
345 

lie Ser Ser Gin 

Pro Asn Asp Arg 
380 

Cys Asp Phe Phe 
395 

His His Asn His 



Thr Thr Asn Tyr 
270 

Asn Gin Tyr Glu 
285 

Asn Cys Lys Tyr 

Val Leu Phe lie 
320 

Ser Phe Asp Asn 
335 

Asn Asn Asn Lys 
350 

Phe Asn Arg Leu 
365 

lie Asp Leu Pro 

Lys Asp Asp- His 
400 

Asn Gin lie Asn 



# • 

123 



Asn Ala Tyr Asn 
420 

Ala Asn Gin Gin 
435 

Tyr Ala Ser Asp 
450 

Ser Asp Glu Glu 
465 

Glu Tyr Phe Gly 

Asn Gly Asn Phe 
500 

Thr Lys Thr Thr 
515 

Thr Pro Ser Gin 
530 



405 

His Tyr Gin Lys 

Leu Tyr Thr Pro 
440 

Met Glu Glu Asp 
455 

Asp Glu Asp lie 
470 

Asn Glu Gin Gin 
485 

Gly Gin Val Lys 

Thr Tyr lie Lys 
520 

Ser Val Glu Tyr 
535 



410 

Gin Pro Asn Gin 
425 

Pro Glu Thr Thr 

Glu lie Ser Asp 
460 

Glu Asp Tyr Glu 
475 

Gin Gin Gin Gin 
490 

Gly Thr Cys Tyr 
505 

Pro Pro Ala Ala 
Cys 



415 

Ala Arg Pro Thr 
430 

Thr Tyr Asn Ser 
445 

Asp Glu Phe Tyr 

Glu Glu Glu Glu 
480 

Val Thr Thr Val 
495 

Tyr Asp Thr Lys 
510 

Tyr Thr Leu Glu 
525 



<210> 41 



124 

<211> 848 
<212> DNA 

<213> Candida albicans 



<400> 41 

aaccaatttt agaaacaatg 
gtaccaaaca acaaatcact 
atgtcgaagt tgtcatttgt 
aacaaccaac tgttgccatt 
ctggtgaaac ctgtgcttct 
acagtgaaag aagaaccatt 
ttgccttgga cactggtgtc 
aaggtggtgt cactttggat 
ctgattggtc aaacattgtt 
ccgctacccc agaagatgct 
ccattggtgc cgaacaagct 
agaacgctaa ggatttcaaa 
cattaaaacc agaatttgtt 
tatatgccta tagaatttag 
tcatgaac 



gctcgtcaat ttttcgtagg 
tcaatcatcg acaacttgaa 
ccacccgccc tttaccttgg 
ggtgctcaaa atgtttttga 
caaatcttgg atgttggtgc 
atcaaagaat ccgatgaatt 
aaagttattt tatgtattgg 
gtttgtgcca gacaattgga 
gttgcttacg aacctgtttg 
gaagaaaccc acaaaggtat 
gaaaaaacca gaatcttgta 
gacaaagcaa atgttgatgg 
gatatcatca aatctagatt 
catgttgttg tgaatttgta 



tggtaacttc aaagctaacg 60 
caaggctgat ttaccaaagg 120 
tttagctgta gagcaaaaca 180 
caagtcatgt ggtgctttca 240 
cagctggact ttaactggtc 3 00 
cattgctgaa aaaaccaagt 360 
tgaaacctta gaggaaagaa 42 0 
tgctgtttcc aagattgttt 480 
ggcaattggt actggtttag 54 0 
tagagctcat ttggccaaga 600 
cggtggttca gttaacggta 660 
tttcttagtc ggtggtgctt 720 
ataaacagta tattaaaaac 780 
atgaatctat aaaaatgtgc 840 

848 



<210> 42 

<211> 248 

<212> PRT 

<213> Candida albicans 



<400> 42 

Met Ala Arg Gin Phe Phe Val Gly Gly Asn Phe 
1 5 .10 



Lys Ala Asn Gly Thr 



15 



125 



Lys Gin Gin lie 
20 

Pro Lys Asp Val 
35 

Leu Ala Val Glu 
50 

Asn Val Phe Asp 
65 

Ser Gin lie Leu 

Glu Arg Arg Thr 
100 

Thr Lys Phe Ala 
115 

Glu Thr Leu Glu 
130 

Arg Gin Leu Asp 
145 



Thr Ser lie lie 

Glu Val Val lie 
40 

Gin Asn Lys Gin 
55 

Lys Ser Cys Gly 
70 

Asp Val Gly Ala 
85 

lie lie Lys Glu 

Leu Asp Thr Gly 
120 

Glu Arg Lys Gly 
135 

Ala Val Ser Lys 
150 



Asp Asn Leu Asn 
25 

Cys Pro Pro Ala 

Pro Thr Val Ala 
60 

Ala Phe Thr Gly 
75 

Ser Trp Thr Leu 
90 

Ser Asp Glu Phe 
105 

Val Lys Val lie 

Gly Val Thr Leu 
140 

lie Val Ser Asp 
155 



Lys Ala Asp Leu 
30 

Leu Tyr Leu Gly 
45 

lie Gly Ala Gin 

Glu Thr Cys Ala 
80 

Thr Gly His Ser 
95 

lie Ala Glu Lys 
110 

Leu Cys lie Gly 
125 

Asp Val Cys Ala 

Trp Ser Asn lie 
160 
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Val Val Ala Tyr 

Thr Pro Glu Asp 
180 

Ala Lys Thr lie 
195 

Gly Gly Ser Val 
210 

Asn Val Asp Gly 
225 

Val Asp lie lie 



Glu Pro Val Trp 
165 

Ala Glu Glu Thr 

Gly Ala Glu Gin 
200 

Asn Gly Lys Asn 
215 

Phe Leu Val Gly 
230 

Lys Ser Arg Leu 
245 



Ala lie Gly Thr 
170 

His Lys Gly lie 
185 

Ala Glu Lys Thr 

Ala Lys Asp Phe 
220 

Gly Ala Ser Leu 
235 



Gly Leu Ala Ala 
175 

Arg Ala His Leu 
190 

Arg lie Leu Tyr 
205 

Lys Asp Lys Ala 

Lys Pro Glu Phe 
240 



<210> 43 
<211> 550 
<212> PRT 

<2 13 > Candida albicans 
<400> 43 

Met Ser Leu Asp Asn Ser Thr Glu Asn Arg Asp Leu Glu Glu Lys Glu 
15 10 15 



Glu lie Pro Lys Asn Glu His Asn Glu Gin Gly Glu Gin Asn Glu Asn 
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20 

Asn Glu His lie 
35 

Gly lie Ser lie 
50 

Gly Phe Asp Thr 
65 

Leu Glu Arg Phe 

Asn Val Arg Thr 
100 

lie Gly Ala Leu 
115 

Val Gly lie Met 
130 

Gin lie Ala Ser 
145 

lie Thr Gly Leu 



Pro Thr Leu Glu 
40 

Leu Cys Phe Leu 
55 

Gly Thr lie Ser 
70 

Gly Gly Thr Lys 
85 

Gly Leu Leu lie 

Phe Leu Ser Lys 
120 

Thr Ala Met lie 
135 

Gin His Ala Trp 
150 

Ala Val Gly Met 
165 



25 

Asp Lys Pro Leu 

lie Ala Phe Gly 
60 

Gly Phe lie Asn 
75 

Ala Asp Gly Thr 
90 

Gly Leu Phe Asn 
105 

Val Gly Asp Met 

lie Tyr lie Val 
140 

Tyr Gin lie Met 
155 

Leu Ser Val Leu 
170 



30 

Lys Glu Tyr lie 
45 

Gly Phe Val Phe 

Met Thr Asp Phe 
80 

Leu Tyr Phe Ser 
95 

Val Gly Cys Ala 
110 

Tyr Gly Arg Arg 
125 

Gly lie lie Val 

lie Gly Arg lie 
160 

Cys Pro Leu Phe 
175 
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lie Ser Glu Val 
180 

Phe Gin Leu Met 
195 

Tyr Gly Thr Lys 
210 

Gly Leu Cys Phe 
225 

Met Pro Glu Ser 

Ala Lys lie Ser 
260 

Ala Leu Tyr Arg 
275 

Arg Leu Ala Gly 
290 

Arg lie Leu Glu 
305 

Gin Leu Thr Gly 



Ser Pro Lys His 

lie Thr Leu Gly 
200 

Lys Tyr Ser Asp 
215 

Ala Trp Ala Leu 
230 

Pro Arg Tyr Leu 
245 

Leu Ala Lys Thr 

Glu Leu Gin Leu 
280 

Lys Ala Ser Trp 
295 

Arg Val lie Val 
310 

Asp Asn Tyr Phe 



Leu Arg Gly Thr 
185 

lie Phe Leu Gly 

Ser Arg Gin Trp 
220 

Cys Leu Leu Gly 
235 

Val Gly Lys Asp 
250 

Asn Lys Val Ser 
265 

lie Gin Ala Gly 

Gly Ala Leu lie 
300 

Gly Gly Met Leu 
315 

Phe Tyr Tyr Ser 



Leu Val Tyr Cys 
190 

Tyr Cys Thr Ser 
205 

Arg lie Pro Leu 

Gly Met Val Arg 
240 

Arg lie Asp Asp 
255 

Pro Glu Asp Pro 
270 

Val Glu Arg Glu 
285 

Thr Gly Lys Pro 

Gin Ser Leu Gin 
320 

Thr Thr lie Phe 
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Lys Ser Val Gly 
340 

Val lie Asn Phe 
355 

Leu Gly Arg Arg 
370 

Cys Phe Leu lie 
385 

Gin Pro Gly Gly 

lie Thr Ala Leu 
420 

Val Tyr Ser lie 
435 

Ala Met Gly Phe 
450 

Ser Phe Phe Thr 
465 



325 

Leu Asn Asp Ser 

Ala Ser Thr Phe 
360 

Leu Cys Leu Leu 
375 

Tyr Ser Leu lie 
390 

Pro Thr Arg Lys 
405 

Tyr Val Phe Phe 

Val Ser Glu Leu 
440 

Ala Asn Ala Cys 
455 

Ser Phe lie Thr 
470 



330 

Phe Glu Thr Ser 
345 

Val Gly lie Tyr 

Thr Gly Ser Val 
380 

Gly Thr Gin His 
395 

Pro Asp Gly Asn 
410 

Phe Ala Ser Thr 
425 

Tyr Pro Leu Lys 

Asn Trp Leu Trp 
460 

Asp Ala lie His 
475 



335 

lie lie Leu Gly 
350 

Ala Tie Glu Arg 
365 

Ala Met Ser lie 

Leu Tyr lie Asp 
400 

Ala Met lie Phe 
415 

Trp Ala Gly Gly 
430 

Val Arg Ser Lys 
445 

Gly Phe Leu lie 

Phe Tyr Tyr Gly 
480 
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Phe Val Phe Met 

Met lie Tyr Glu 
500 

Tyr Ser Thr Lys 
515 

Ser Asp Glu Glu 
530 

Ala Asp Glu Glu 
545 



Gly Cys Leu Val 
485 

Thr Lys Gly Leu 

Val Val Pro Trp 
520 

Met Val Arg Ala 
535 

Gin Val 
550 



Phe Ser lie Phe 
490 

Thr Leu Glu Glu 
505 

Lys Ser Ala Gly 

Lys Gly Tyr Thr 
540 



Phe Val Tyr Phe 
495 

lie Asp Glu Leu 
510 

Trp Val Pro Pro 
525 

Gly Asp lie His 



<210> 44 
<211> 508 
<212> DNA 

<213> Candida albicans 
<400> 44 

ttcatgatta tatgatttca tttaatatat 
tagtcgtatt acacctgtag cccaattcat 
acttcccata atatatctat tatgcatcac 
cttacttaaa tagtcgaggg ttgcgttcat 
gaactgacga caacaatgta acgcctgtat 
agaattggta aggtgttagg ggtatcatcc 



tgatttaata tatatattta attactcata 60 
aagggtcatg cggattagtc ttcagcctct 120 
taattatagt aggcccgacc ataggtcggg 180 
tatataacta aataaaatac cacttggcat 240 
atactcgttc aggtaatgag tatatattca 300 
aattaaacag cataatccac tgtacctgta 360 
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tataaccgtc taatgtattg catttcatcc gtgaggacgt actagtctgg cggtgtactt 420 
caagtattaa cgtacccata atgaaagtta taggtttata aacccataac tatcttacat 480 
atacgtagta cacatagttt acggctac 508 

<210> 45 
<211> 863 
<212> DNA 

<213> Candida albicans 



<400> 45 

ctcgtgcata attatcttaa aaccgtagat aagcaaaaat ttatcttatg aaatgttcag 60 
cgataaagaa agaaagaatc aggtaccacg aggagtgttt ttgagaaaaa caactcgtaa 12 0 
attaatgaat ctagtttctc tatacttgaa taatttttga gttttctgga aaagacacct 180 
gttccagttt caaattaaac aagaatgtga aaagaataaa atttgattta ttctagcctg 240 
ttaataatcc aggaaaactc aattttcgta attggcaact tgtccgagtg gttaaggaga 300 
aagattagaa atcttttggg ctttgcccgc gcaggttcga gtcctgcagt tgtcgttatt 360 
ttttttggtt tactctctat tttaaaattt aaaactaatc aactgaaact ggagtacctg 420 
ccatgatatg agtaaatact tttttgatat taaaaatcta tataaaactc cctatttatt 480 
ttttaattta aacccagata ttgtcccaat aatagttttt tgtttgaact tattgctttg 540 
tatgaacctt gttagtttaa tctttccaat ttcatactct cttagttggc cacatcagtg 600 
gctcattgaa taattctgat cttgaagtgt accagatgta ttctgacaaa actgcacacg 660 
gacccagtca atagcattat agatattttg atttaaagtt caccgaatat atcgaatatc 720 
tttattggcc atctcatctc atcttcttgc aataaattct taaacgctac tttttctcaa 780 
accttattat ccctctagat actcttccaa atcttcaggt tcaaatatca ctttaaccat 840 
caatgaacaa ctagggcaaa cag 863 



<210> 46 
<211> 925 
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<212> DNA 

<213> Candida albicans 



<400> 46 



atgggtgcta 


cttgcccttt 


acggaaagtg 


gctacacacc 


gcaatgggt t 


accgacttyy 


^ n 
o u 


gaagctagta 


gggctaccag 


age tacc aaa 


gtattgtggg 




d v_ cty L- cti^ cll_ cl 


12 0 


ttgttacgca 


atgagt tacc 


aat tegggaa 


gctagtaggg 


c uaccagagc 


t. agg ctcc cty 


1 ft n 

X O \J 


ttaccaattc 


gggaagctag 


tagagctacc 


agagctgggt 


tccagt t acc 


gaccuaggaa 


^ *t \j 


gtgtgttgca 


agcagggcta 


ccaaatatgg 


gtggcaacac 




o.o.g LyLLalw^ 


3 0 0 


aatgtgggtg 


caaaaaattt 


tgccaagtaa 


c txg taegge 




gcgccggcgg 


3 60 


attcgaactc 


aggaatcttt 


ggtgtgtaaa 


aaaaaagcaa 


tagegactae 


gctacaagag 


420 


gcaatcgatt 


attattataa 


agtggaagtt 


atatatatgt 


tgtcgggggg 


gggtaggggc 


480 


gctgcgcgcc 


cctgactttg 


acgggcccga 


cgcgggtttg 


ggttgtgatg 


gggcggtaaa 


540 


taataaggat 


tctccctccc 


ttttttctct 


ttccccccct 


cctcctcccc 


ctttcccctt 


600 


ttccccgagt 


ctacaaatct 


acaagaggee 


cgacggtgga 


ggectgagge 


cgaaggtcga 


660 


aggccgacaa 


agatgggtgg 


gtgggtggga 


ggttgtgttc 


ggggegtage 


cccgagaaaa 


720 


ttttggaata 


cagggccagg 


agggtagggg 


aaatggggaa 


aatgggggat 


ttgggaggga 


780 


atggggaagg 


aagaagaaga 


aaaaagtggt 


ggaaaggaga 


agattttttt 


tgggagaaaa 


840 


aatttttttt 


ataccaccga 


gaagtgtgag 


aggatacgat 


gggtgcgaca 


99999 tagag 


900 


ctgttgacaa 


cgttatatgg 


gggag 








925 



<210> 47 

<211> 78 

<212> PRT 

<213> Candida albicans 



<400> 47 

Met Gly Ala Thr Cys Pro Leu Arg Lys Val Ala 
15 10 



Thr His Arg Asn Gly 



15 
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Leu Pro lie Trp Glu Ala Ser Arg Ala Thr Arg Ala Thr Lys Val Leu 
20 25 30 

Trp Glu Ser Trp Val Gin Tyr Thr Leu Leu Arg Asn Glu Leu Pro lie 
35 40 45 

Arg Glu Ala Ser Arg Ala Thr Arg Ala Arg Phe Gin Leu Pro lie Arg 
50 55 60 

Glu Ala Ser Arg Ala Thr Arg Ala Gly Phe Gin Leu Pro lie 
65 70 75 



<210> 48 
<211> 81 
<212> PRT 

<213> Candida albicans 
<400> 48 

Met Gly Tyr Arg Phe Gly Lys Leu Val Gly Leu Pro Glu Leu Pro Lys 
15 10 15 

Tyr Cys Gly Arg Val Gly Tyr Ser Thr His Cys Tyr Ala Met Ser Tyr 
20 25 30 

Gin Phe Gly Lys Leu Val Gly Leu Pro Glu Leu Gly Ser Ser Tyr Gin 
35 40 45 
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Phe Gly Lys Leu Val Glu Leu Pro Glu Ser Gly Ser Ser Tyr Arg Phe 
50 55 60 

Arg Lys Cys Val Ala Ser Arg Ala Thr Lys Tyr Gly Trp Gin His lie 
65 70 75 80 

Trp 



<210> 49 

<211> 759 

<212> DNA 

<213> Candida albicans 



<400> 49 



ctaccaccga 


aaattccgaa 


atttcaaaaa 


ctcaaaatcc 


ctaaaaacaa 


actatccaga 


60 


gattattgcc 


atgccctgag 


gatgagttta 


gttttttaat 


ttttgaaaaa 


tgtccaaaac 


i20 


tggttgtgct 


gtataggagg 


ggtaagaatt 


tgccattctg 


cccctttggg 


tgggtcagtc 


180 


aaaaaaagag 


gtatcactct 


ggttcaaacg 


ggaaacaaca 


gaaaatggga 


taaaaataat 


240 


ctccagacca 


aacttagtag 


taacagccat 


tttagttgta 


ctggtatacc 


ctacacaagt 


300 


tgtccatttt 


gtatggggaa 


ggggaattta 


gacaaaattt 


tttttttgaa 


tttcgctaag 


360 


tgtcaagacc 


cgcaaaagtc 


accttttttc 


gttttcaact 


at 99 ca 9 a 99 


ctcacctttt 


420 


gtctggtgca 


cagccaaatt 


gattttgtgg 


gtgcgcactg 


gaaaaacagt 


ttgttagtgg 


480 


acacgttttt 


gcagtgtgaa 


actgcgctcg 


gaggtactat 


atgcgaaagc 


agaaaagaca 


540 


attgcaagaa 


tacagagagt 


tcttctctgg 


gctattgcaa 


tgtgtttaag 


gccaagtcga 


600 


cgagtgggga 


gagtctggaa 


gtgatataca 


catcacgacc 


tactttatac 


gctacgttcg 


660 


gcatgggcga 


gccactgtac 


ggtggcaagc 


ctgaacagtc 


ccacaccaga 


tatctaacga 


720 
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ttctgtgtat gggcactgat ggatttagtg gattactag 759 



<210> 50 
<211> 902 
<212> DNA 

<213 > Candida albicans 



<400> 50 



atgtcctgtg 


aagacgaaca 


tcacaaccac 


aatcatggtc 


ataaccaaaa 


tcacaatcat 


60 


gttgctccta 


ttcctacaac 


agctggacaa 


tcattaaata 


ataaaattga 


tacatctaaa 


120 


gtgacagctc 


tcaacatggc 


caactctgct 


gacgatctag 


caaaagtttt 


caaagattcg 


180 


actaaaaaat 


atcaaatcaa 


accaattatc 


aaatcagaca 


gtgatgaaca 


aatgattatc 


240 


aacattccat 


ttcttaatgg 


tagtgtcaaa 


ttgtattcga 


taattctacg 


taccaatggg 


300 


gatttgtatt 


gtcccaaaac 


aataaaatta 


ttcaaaaatg 


acacatcaat 


tgattttgat 


360 


aatgtggatt 


cgaagaaacc 


aatacaggtg 


ttaactcatc 


ctcaagttgg 


tgttgctaat 


420 


aatgatagcg 


atgatcttcc 


agagtttttg 


gaatcaaata 


acgatgacga 


ttttgtcgaa 


480 


cattatgtgt 


ctcgacataa 


attcactggg 


gtaaatcaat 


tgacaatatt 


tattgaagat 


540 


atttatgatg 


aaggagaaga 


agagtgtcat 


ttacattcaa 


ttgaattgag 


aggggaattc 


600 


actgaattaa 


acaaagaccc 


tgtcattaca 


ttatatgaac 


tggctgctaa 


tcctgctgat 


660 


cataagaatt 


taacgattgt 


tgaaaatcaa 


aatctagcat 


•aaaacaaaga 


agtgaaaggt 


720 


atcagataag 


ctggttacat 


tacaattgat 


ctaatttaga 


atctcaaggt 


atttaaattt 


780 


gccgttttgc 


gataatataa 


catggtcaag 


aacgttgaat 


cgattacgtt 


aatggtttag 


840 


ctaattgatt 


tttaggatcg 


agtatttaga 


gtgaataaac 


aataaacaag 


aatgatgaat 


900 



tg 902 



<210> 
<211> 
<212> 



51 

233 

PRT 
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<213> Candida albicans 
<400> 51 

Met Ser Cys Glu Asp Glu His His Asn His Asn His Gly His Asn Gin 
15 10 15 

Asn His Asn His Val Ala Pro lie Pro Thr Thr Ala Gly Gin Ser Leu 
20 25 30 

Asn Asn Lys lie Asp Thr Ser Lys Val Thr Ala Leu Asn Met Ala Asn 
35 40 45 

Ser Ala Asp Asp Leu Ala Lys Val Phe Lys Asp Ser Thr Lys Lys Tyr 
50 55 60 

Gin lie Lys Pro lie lie Lys Ser Asp Ser Asp Glu Gin Met lie lie 
65 70 75 80 

Asn lie Pro Phe Leu Asn Gly Ser Val Lys Leu Tyr Ser lie lie Leu 
85 90 95 

Arg Thr Asn Gly Asp Leu Tyr Cys Pro Lys Thr lie Lys Leu Phe Lys 
100 105 110 

Asn Asp Thr Ser lie Asp Phe Asp Asn Val Asp Ser Lys Lys Pro lie 
115 120 125 



Gin Val Leu Thr His Pro Gin Val Gly Val Ala Asn Asn Asp Ser Asp 
130 135 140 
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Asp Leu Pro Glu 
145 

His Tyr Val Ser 

Phe lie Glu Asp 
180 

Ser lie Glu Leu 
195 

lie Thr Leu Tyr 
210 

Thr lie Val Glu 
225 



Phe Leu Glu Ser 
150 

Arg His Lys Phe 
165 

lie Tyr Asp Glu 

Arg Gly Glu Phe 
200 

Glu Ser Ala Ala 
215 

Asn Gin Asn Leu 
230 



Asn Asn Asp Asp 
155 

Thr Gly Val Asn 
170 

Gly Glu Glu Glu 
185 

Thr Glu Leu Asn 

Asn Pro Ala Asp 
220 

Ala 



Asp Phe Val Glu 
160 

Gin Leu Thr lie 
175 

Cys His Leu His 
190 

Lys Asp Pro Val 
205 

His Lys Asn Leu 



<210> 52 
<211> 1833 
<212> DNA 

<213> Candida albicans 
<400> 52 

atggcatcgt ctaataatgg atttgagtca ataaatctag cttccactat tctgggacct 60 
tatcaagaag aagacacccc tatcaaacgt ttacattcta tccccgcttc cacctccgaa 120 
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fT a t~ era a era i~ O 

ydL-yddydi— y 


clci y ci v«« 




attttaaata 


aagtagataa 


accagctaca 


180 


=a aarra pfrar 1 

CICICImCI^« L>\_«CLV^ 


atatac fccrfca 

Cl ^ v** W l^ V_A 


caataaattt 


ctggataagc 


atataagtga 


tgagcaacta 


240 


t~e , ae , ae*t~t~ae* 


tcaacaatca 

w V-^ CL CL CL Cl 


taaacccaat 

L^ GL CL CL W* U ^ 


ctagtgacta 


ccacaacttt 


aattgattct 


300 


at"pfl33 era a a 


otaaactatt 
*».y cm **y 


atataatacc 


atggacagt t 


tgatgataaa 


atccatcaat 


360 




r'pat'ahafra 
v# w ci i»y i» ci v» v>> ci 


at - raaataac 

\^ Cl Cl Cl V-~ Cl 


aacaat t cac 


aatcaccaat 


cgagtattta 


420 


cl ct i— ciy ciy 


haaaaht" pif" 1 t~ 

L- CICICICI L- I— ^ l^ 


raracaaaaa 

V— • dv ci w ciciy ci^i 


t tat acgaag 


attcagtcaa 


atatggcaag 


480 


1- t* t~ r* t~ -a fa era 

L. L. 1. I* L.dV~dy d 


er t~ era t* a a t~ a a 
y i— y y i~ d d i_ d cl 


W L^r Cl Iv Cl Cl I— Cl ^- 


caat t acgaa 


at aQQattt t 


acagaccttt 


540 


era t~ r"* a crt* t*rrt" 

^dLLClvj y L. 


^— dy dy dy \_> cl 


ctattcttta 

K^, L- CL ^ L~ C. I> Cl 


aatgaactat 


ataataaaga 


catgtcttac 


600 


ere , aeraaae , a1~ 

yi»>CLyCLCLCLl*«CL l— 


t-apap OCT air 


<_> i_> ciciy una 


tgggatcaac 


aaagaaataa 


agtattgtcc 


660 


d d ct y Ly Cld d L- 


e*t"at"*aaaaaef 


t~oa , r"3e , aa erf 

ci L- cl Vvr ciciy V>r 


aaacatggag 


ccaaattat t 


caccttatta 


720 


era t~ r~ra aa1*t"fl 
y d L» y d dy u uci 


a t~ era t~ ci t~ t~ era 
d y d y i„ v_ y d 


t* era e*cra eta t~ e* 
i» y cl y ciy d 


aaacttttoa 

CLCLCLNvr WWW ZD 


aagcaaaac t 


acagcagct t 


780 


rna t~ f"* t~ a a a a 


aaaaflat"hH" 

ciciy aaa u l L L 


a a a t~ a a a era a 

Cl CL CL \-~ Cl CL CLy Cl Cl 


at tgaagata 


ccagcagtgt 


tttggaaagc 


840 


ciy ci a ^ c*.y ^ cl cl 


a a t* a t" at - 1~era 

ci cl cl c- y i^ ^*y Ci 


rat"af t"taao 

w CL \— Cl UlvL> ClCl^j 


gat ttggaaa 


acaaaggtag 


gtcagcaatt 


900 


a <*"■ era t~ 1" t~ cc 


t— t^Va>ciy uwvdd 


1" crcr t a 1 1 c c c 


gaaaaagaaa 


tt gat acaat 


tgtgagattc 


960 


LLdL-v l. y i~ L- y 


ahahf a r>na t* 
ALCtL Ld^y d l_ 


t~ 1~ e*1~ a ere* a a e* 
L. L- ciy V—- dd 


faftractaa 

l— CL l« CL i^y Cl 


aaaaggaacc 


aaagaaagag 


1020 


at~t~r , ar , a1~t~a 

dl*l~^-dW~dL.l.d 


fa a a afiarrf* e* 
d dd dy ciy l» \~> 


d d L> V— d Cl 


aataaatcaa 
clcl <— y ciy ^^yy 


c tagt aaacc 


egcaaatae t 


1080 


cccaatatao 

^ Cl 1 w Cl l^ CL V-^ 


atatacaafr 

■>-j ^ Cl ^ ^— j w Cl Cl ' 


atttataata 

w w ^ CL %m* CL CL W W*- 


cc tgaagcag 


aagecaatae 


caaaacaccg 


1140 


aatttacaat 

t* W W W CL W 


caatoaacca 

CL Cl W vh CL CL V** \wv c% 


caatcataaa 


cctactcctt 


ttgaaaaagg 


atatgetatg 


1200 


aaaacacaaa 

~j W* Vp*- V-*- w4 


attctacaac 


gt tgaaaaac 


aaaatgaatc 


atataatgaa 


aaagttttta 


1260 


aattctttac 

CL W W W» W W W W> 


CL CL CL CL ^— * V^r 


accatcaaat 

Cl Cl l^ Cl t-* \— ' 


ate tcaacaa 


tgccagccac 


ttcaegtatt 


1320 


aaagtggatg 


atttatcaaa 


t acaat c tc t 


aaaagattag 


atttggatcc 


aataatggtt 


1380 


tttttggaac 


acaaagttgc 


tgcattacat 


gatttggeca 


taaaatcatc 


teaaaatget 


1440 


gcattattcc 


atgaatttgg 


gagaatatgg 


qaqaqeptta 

3 -3 -3 -3 ^ 


caaaactaat 


gaattctcag 


1500 


gaagaaaagt 


tggagagtat 


tctcaacgat 


gattcgaatt 


ctaaattagt 


tacaegtate 


1560 


ttgaattcca 


ctttagaaca 


attgaaatcc 


accctatctg 


cattgaagag 


caaccctgta 


1620 


acaagtggta 


gccctcgaga 


tgaagtctta 


atttcattaa 


taacaagega 


gtataatgcg 


1680 


atagaacagg 


ctgtgaaact 


tgtatcgect 


gaccttcgaa 


ctataggaga 


actcaattct 


1740 


agegggggee 


tacccccttc 


gtcttcaaaa 


cctacaagtc 


aagtgtaccc 


agttagtacc 


1800 


agtgacacca 


agctgactac 


aaaaatggaa 


taa 






1833 
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<210> 53 
<211> 610 
<212> PRT 

<213> Candida albicans 
<400> 53 

Met Ala Ser Ser Ash Asn Gly Phe Glu Ser lie Asn Leu Ala Ser Thr 
15 10 15 

lie Ser Gly Pro Tyr Gin Glu Glu Asp Thr Pro lie Lys Arg Leu His 
20 25 30 

Ser He Pro Ala Ser Thr Ser Glu Asp Glu Asp Glu Leu Asp Pro Glu 
35 40 45 

Glu Phe He Leu Asn Lys Val Asp Lys Pro Ala Thr Lys Asp Ser His 
50 55 60 

Val Ser Tyr Asn Lys Phe Ser Asp Lys His He Ser Asp Glu Gin Leu 
65 70 75 80 

Ser His Leu Leu Asp Asn His Lys Pro Asn Leu Val Thr Thr Thr Thr 
85 90 95 



Leu He Asp Ser He Lys Glu Ser Glu Ser Leu Tyr Asn Thr Met Asp 
100 105 HO 
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Ser Leu Met lie Lys Ser lie Asn Phe Pro Ala Ala Met Tyr Gin Ser 
115 120 125 

Asn Asp Asn Asn Ser Gin Ser Pro lie Glu Tyr Leu Ser Asn Arg Val 
130 135 140 

Lys Leu Leu Thr Gin Glu Leu Tyr Glu Asp Ser Val Lys Tyr Gly Lys 
145 150 155 160 



Phe Leu Gin Ser Gly Asn Asn His lie Tyr Gin Leu Arg Ser Arg He 
165 170 175 



Leu Gin Thr Phe 
180 

Leu Tyr Asn Lys 
195 

Lys Lys Trp Asp 
210 

He Lys Ser Asp 
225 

Asp Glu Val Asn 

Leu Gin Gin Leu 
260 



Asp Gin Leu Ser 

Asp Met Ser Tyr 
200 

Gin Gin Arg Asn 
215 

Thr Ser Lys His 
230 

Asp Val Asp Asp 
245 

Arg Ser Lys Lys 



Glu Ser His Tyr 
185 

Ala Glu Thr Leu 

Lys Val Leu Ser 
220 

Gly Ala Lys Leu 
235 

Glu He Lys Leu 
250 

Glu He Leu Asn 
265 



Ser Leu Asn Glu 
190 

His Gly Ser Phe 
205 

Lys Val Lys Ser 

Phe Thr Leu Leu 
240 

Leu Glu Ala Lys 
255 

Lys Glu He Glu 
270 
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Asp Thr Ser Ser 
275 

Phe Lys Asp Leu 
290 

Gin Ser Asn Gly 
305 

Ser Pro Val Asp 

Pro Lys Lys Glu 
34 0 

Ser Ala Ser Lys 
355 

lie lie Pro Glu 
370 

Met Asn His Asp 
385 

Gly Thr Gin Asn 



Val Leu Glu Ser 
280 

Glu Asn Lys Gly 
295 

Val Pro Glu Lys 
310 

lie Thr lie Ser 
325 

lie His lie Thr 

Pro Ala Asn Thr 
360 

Ala Glu Ala Asn 
375 

His Gly Pro Thr 
390 

Ser Thr Ala Leu 
405 



Arg Thr Ala Lys 

Arg Ser Ala lie 
300 

Glu lie Asp Thr 
315 

Ser Asn Tyr Ser 
330 

Lys Glu Ser lie 
345 

Pro Ser lie Gly 

Thr Lys Thr Pro 
380 

Pro Phe Glu Lys 
395 

Lys Asn Lys Met 
410 



Tyr Val Asp lie 
285 

Thr Asp Phe Leu 

lie Val Arg Phe 
320 

Ser Lys Lys Glu 
335 

Pro Gin Asn Glu 
350 

Met Gin Pro Phe 
365 

Asp Leu Gin Ser 

Gly Tyr Ala Met 
400 

Asn His lie Met 
415 



142 



Lys Lys Phe Leu 
420 

Thr Met Pro Ala 
435 

lie Ser Lys Arg 
450 

Lys Val Ala Ala 
465 

Ala Leu Phe His 

Met Asn Ser Gin 
500 

Asn Ser Lys Leu 
515 

Lys Ser Thr Leu 
530 

Pro Arg Asp Glu 
545 

He Glu Gin Ala 



Asp Ser Leu Pro 

Thr Ser Arg He 
440 

Leu Asp Leu Asp 
455 

Leu His Asp Leu 
470 

Glu Phe Gly Arg 
485 

Glu Glu Lys Leu 

Val Thr Arg He 
520 

Ser Ala Leu Lys 
535 

Val Leu He Ser 
550 

Val Lys Leu Val 
565 



He Thr Pro Pro 
425 

Lys Val Asp Asp 

Pro He Met Val 
460 

Ala He Lys Ser 
475 

He Trp Glu Ser 
490 

Glu Ser lie Leu 
505 

Leu Asn Ser Thr 

Ser Asn Pro Val 
540 

Leu He Thr Ser 
555 

Ser Pro Asp Leu 
570 



Ser Asn He Ser 
430 

Leu Ser Asn Thr 
445 

Phe Leu Glu His 

Ser Gin Asn Ala 
480 

Val Thr Lys Leu 
495 

Asn Asp Asp Ser 
510 

Leu Glu Gin Leu 
525 

Thr Ser Gly Ser 

Glu Tyr Asn Ala 
560 

Arg Thr He Gly 
575 
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Glu Leu Asn Ser Ser Gly Gly Leu Pro Pro Ser Ser Ser Lys Pro Thr 
580 585 590 



Ser Gin Val Tyr Pro Val Ser Thr Ser Asp Thr Lys Ser Thr Thr Lys 
595 600 605 



Met Glu 
610 



<210> 54 
<211> 75 
<212> PRT 

<213> Candida albicans 
<400> 54 

Met Ser Thr Tyr Phe Ala Val Ser Leu Ser Lys Thr Ser Ser Val Ser 
1 5 10 15 

* 

Ser lie Ser Leu Phe Lys lie Ser Phe Leu Asp Arg Ser Cys Cys Ser 
20 25 30 

Phe Ala Ser Lys Ser Leu lie Ser Ser Ser Thr Ser Leu Thr Ser Ser 
35 40 45 

Asn Lys Val Asn Asn Leu Ala Pro Cys Leu Leu Val Ser Leu Phe lie 
50 55 60 



'I 
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Asp Phe Thr Leu Asp Asn Thr Leu Phe Leu Cys 



65 



70 



75 



<210> 55 
<211> 1164 
<212> DNA 

<213> Candida albicans 



<400> 55 



atgtcaacaa 


ttactatccc 


ccatgatata 


gaaattggtg 


ggtcaacgta 


ctatcaaatt 


60 


aacataaaac 


taccacttcg 


gtcattcacg 


ataaagaaac 


ggtacctgga 


attccagcaa 


120 


ttggtgctgg 


acttgagtcg 


taatctaggc 


attgatagtc 


gagattttcc 


atatgaatta 


180 


cctgggaaac 


ggatcaactg 


gcttaacaag 


accagtattg 


ttgaggagag 


aaaagtggga 


240 


cttgcagaat 


ttctcaataa 


cctcattcaa 


gactcaacac 


ttcagaatga 


acgagaagtg 


300 


ttgtcgtttt 


tgcaattgcc 


gtctaatttt 


agattcacca 


aggatatgtt 


acagaataat 


360 


cgagcagact 


tggattctgt 


gcaaaataac 


tggtacgatg 


tatatcgtaa 


gttgaaactg 


420 


gatatactca 


acgaatcgtc 


tagcagcatt 


agtgaacaga 


tacatattcg 


tgatcgcatt 


480 


agtcgggtct 


accaaccacg 


gattctcgac 


ttggtcaggg 


ctattggtac 


agataaagaa 


540 


gaggccctaa 


agaagaagca 


gttggtttcc 


caattacaag 


agagtataga 


taatttgtta 


600 


gtacaggaag 


ttccccgatc 


aaagagggtg 


ttgggtggag 


cagttaagga 


aacgccagag 


660 


acattaccat 


taaacaataa 


agaacttctt 


caacaccaag 


tacaaattca 


tcaaaaccaa 


720 


gacaaagaac 


tagaccagct 


tagggtgtta 


attgcccggc 


agaaacagat 


tggcgagcta 


780 


attaatgcag 


aagtagagga 


acagaatgaa 


atgttggata 


ggtttaatga 


agaggtcgac 


840 


tacacgtcca 


gcaaaatcaa 


gcaagcaaga 


cgcagagcta 


agaagatatt 


atagtaattt 


900 


gttcgctact 


tcgatattat 


ctgccattga 


cgttattctt 


gcaggttggc 


ccaattgttc 


960 


gtttgaaagt 


ttttcgaggt 


cttcagcgtc 


taatgcccta 


tctgagctct 


cgccatcgag 


102< 



tttccaaaac ccgccgatat tttgaaagaa tctttgaatg ccaaaccgtc gtggcgggaa 108 0 




cgatctgcct gcgttggcca agttgaatat 
tccaataaac gttcctataa atgc 

<210> 56 
<211> 297 
<212> PRT 

<213> Candida albicans 
<400> 56 

Met Ser Thr lie Thr lie Pro His Asp 
1 5 

Tyr Tyr Gin lie Asn lie Lys Leu Pro 
20 25 

Lys Arg Tyr Ser Glu Phe Gin Gin Leu 
35 40 

Leu Gly lie Asp Ser Arg Asp Phe Pro 
50 55 

lie Asn Trp Leu Asn Lys Thr Ser lie 
65 70 

Leu Ala Glu Phe Leu Asn Asn Leu lie 
85 

Glu Arg Glu Val Leu Ser Phe Leu Gin 




145 

gctagggtgg tactgtaaat agaagacaga 114 0 

1164 



lie Glu lie Gly Gly Ser Thr 
10 15 

Leu Arg Ser Phe Thr lie Lys 
30 

Val Ser Asp Leu Ser Arg Asn 
45 

Tyr Glu Leu Pro Gly Lys Arg 
60 

Val Glu Glu Arg Lys Val Gly 
75 80 

Gin Asp Ser Thr Leu Gin Asn 
90 95 

Leu Pro Ser Asn Phe Arg Phe 
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100 

Thr Lys Asp Met 
115 

Asn Asn Trp Tyr 
130 

Glu Ser Ser Ser 
145 

Ser Arg Val Tyr 

Thr Asp Lys Glu 
180 

Gin Glu Ser lie 
195 

Arg Val Leu Gly 
210 

Asn Asn Lys Glu 
225 

Asp Lys Glu Leu 



Leu Gin Asn Asn 
120 

Asp Val Tyr Arg 
135 

Ser lie Ser Glu 
150 

Gin Pro Arg lie 
165 

Glu Ala Leu Lys 

Asp Asn Leu Leu 
200 

Gly Ala Val Lys 
215 

Leu Leu Gin His 
230 

Asp Gin Leu Arg 



105 

Arg Ala Asp Leu 

Lys Leu Lys Ser 
140 

Gin lie His lie 
155 

Leu Asp Leu Val 
170 

Lys Lys Gin Leu 
185 

Val Gin Glu Val 

Glu Thr Pro Glu 
220 

Gin Val Gin lie 
235 

Val Leu lie Ala 



110 

Asp Ser Val Gin 
125 

Asp lie Leu Asn 

Arg Asp Arg lie 
160 

Arg Ala lie Gly 
175 

Val Ser Gin Leu 
190 

Pro Arg Ser Lys 
205 

Thr Leu Pro Leu 

His Gin Asn Gin 
240 

Arg Gin Lys Gin 
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He Gly Glu Leu He Asn Ala Glu Val Glu Glu Gin Asn Glu Met Leu 
260 265 270 



Asp Arg Phe Asn Glu Glu Val Asp Tyr Thr Ser Ser Lys He Lys Gin 
275 280 285 



Ala Arg Arg Arg Ala Lys Lys He Leu 
290 295 



<210> 57 
<211> 7707 
<212> DNA 

<213> Candida albicans 
<400> 57 

atgtacatta atcaatactt aaatatagat 
attggatggt tactgttttg gtatatcatt 
atcactataa acaatgggat actgttcaat 
atatcggtag ggtcattgag atttagacta 
gacttaacta tcaagttatt gccaaatgtg 
aagcgcaatg actatagttt caaagatcct 
aatagaattg gcaaatatgt ggtctccagg 
gaactaagac aaaccgctat tatcactccg 
aaattcacaa caagctcaaa atacagtaaa 
ggtctttata ttaacaacgt acttcatcat 
tttcaaattg ggggtgctag ttttgaggcc 
ttagatgatt tgaaaaccag agtgaatatc 



aaattaatat 


tttatctatc 


gtgtacaatt 


60 


ttcaaactaa 


ctggattcca 


tcttctgacc 


120 


ggaatatcat 


ttcacacaaa 


acgatatcta 


180 


tggggtaata 


gtaaaatgac 


catcattgat 


240 


aaaaataacc 


aaaaacaaaa 


tactcaagaa 


300 


actgctccag 


tggtcaatat 


attcccccaa 


360 


cttattcgac 


acctcccgaa 


aatgaatttg 


420 


tctgagaaca 


agactataat 


agagtattta 


480 


cgttctaatg 


aaaaaattac 


atttaaagct 


540 


ttgaagacaa 


aaggggatgt 


catcaagcca 


600 


aagtttctga 


ttaattttga 


aaccggggta 


660 


aatgatagtg 


attttctggt 


gtttaatgca 


720 
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atcaaatact attttatcct taaggattca 
ctgactctat cacaggcaga aatagaagca 
aatacattca agataataca cgcaattgtc 
aaaatttcag aaataccgtt tgttactatg 
aatgatgtta gacctgcaac gtgcttggaa 
tccagaatgt actctgatgc tgctggattt 
ccataccatt taacttgttc tgttcaactt 
ttgcctactg gtcaagttga caacaacacc 
ttgacgtaca agacaaacat actaaaccaa 
gtggtggaaa tatatttttc tgccagtact 
agttctttgc tttataattt ggtgttattg 
aaattgctcg agaaaacacc tacgtcatct 
agtgagacat caaatttaaa gattcatcct 
gcgagaatat ggagatactt aacagattat 
gagcaaccac gattagtcct tcgacattgt 
ttttcgtatt ctttattaaa cttcacatta 
agttgtcaat tattactccc tttggttacc 
gatcttcatg gcaaggagct agttactaag 
aaattagaaa ttttcaagaa tttaacagta 
attgacttga caaaccttga tattttcacc 
caaatcgcag aaaccgatct tgaactaggt 
cttcaattgc gtcacgaatt acaacttcgt 
cccacattag agcagaagtt gtttagatat 
aaagtgacat ttcttaatat ttccttggga 
ttgtccagag ctgaatcccc tgattttgat 
caaattgact tgaaatttga ctccttaagc 
ggagagtcaa cgccatcgac agttgcgtct 
aaccacgaca ccgtttattg ggcggtcaat 
cttacagatt tggatgggaa atttggtcgt 



caagaaacga aaaataacac caacaatcaa 7 80 
aaagaggaac ataaactaca acgcttggaa 840 
tcagagatca atcttcatat tgaaaatgtt 900 
gaaaataacc ctgattttaa agagtatttt 960 
atgatgacaa aatcgacatc tttcaatttt 1020 
gaggtattgt tcaattccaa aagagacaga 1080 
ttgaaagtct tttttgcatc gagagttgaa 114 0 
gacgaaatat taaatgttcc taattttgca 1200 
gtagtaaggg caagaggttt caagaattgt 12 60 
ccaatacttg atttagatac tcgtcaatta 1320 
aaaaaatgga agaccatcaa aaagctcgag 13 80 
tctgatttac aagatgatga ttttgatggt 1440 
ggcaccccac atcataagga aaagattaat 1500 
tacccacatt tggatatcaa gacagtggtt 1560 
gaacctaaga aaaataccca gatcttaaca 1620 
tcaacaacag agacaagaga ctatacctca 1680 
tactacgaaa agccattttc agatgtttct 1740 
cgggtagcac atacaagtta cattgatatc 1800 
aaacttttag ttgatgttga taaagtgaca 1860 
ggaattcata atttattact tgatgtcact 1920 
gttattaaca aaatgttgaa tttacaattc 1980 
caggtatcat atttcaagaa aaatataaag 2040 
ttacccaagt ggttaactag aattgatttg 2100 
tccaggtcag ttttgatacc taaaaaggac 2160 
tttgattttg atgatgacca tgaattgaag 2220 
attggtgttg ctaagaattc aaaaacaagt 22 80 
tcagcttcac tggagacttt aactattctg 2340 
gccactcttg aaaagttgaa gttgtcagca 2400 
ctattggaga tcccaacaat caagaccaat 2460 
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gtcagcgcca tttgtgacta ctatggaaac 
aagatcttgg ttgattataa taggtataaa 
ataagagagt ttgttttagc tcctatcaag 
accaaatttg atagcaactt gtcccctgat 
ttggattttt tgcatttaga ttttaaatta 
aaagatttca aagtcaggtt acaattgaat 
gctgacttgt ctattacatt cttgagagga 
tggtgtcgtt tactctgttt ggatacactt 
aaagatttga gtattgaact tgattctgat 
gttgtttata aattttttga caatatctcc 
aaattgttga aagacgagag tacgaaagaa 
aaggcaaaac tattaccatt tatccgcttt 
gatgatccat ttgaaacaga attgggtatg 
aaaagactcg aactttataa tttgtttgag 
gaagaatatt ttgacaattt gagtcgattg 
aaagtgaatg tctataaaag taaattaaga 
ctcggaaatg aagttaaatt agatgagtcc 
gcactgccac tattctcagt ctatatggat 
ttcaatatcg atgaagtcgc caattttata 
actgaataca ctttattgat acccatatat 
cacttgagag attatccttt acctttattg 
acaagtttca aattaaatgg ccatttggtg 
catatgagac aaatcgatgt tccgctagta 
aataaatttg agtttttggt tatggaaaaa 
ttggagtgtg tttttaattc aaactatcca 
tttggaattc aacagatgat ggcaaacttt 
tctacaaaat taggattttg ggataagtta 
agaactagga aaagtttaga agttgcattt 



aataagctca ttactgatgt gaaagtagaa 2520 
ctatacactc taattggatc catttatctt 2580 
gttattaaat ccaaagtgaa taaagatttg 2 64 0 
cccaacgcag cacacaagac cacctcaata 2700 
gattatctgg atatgatttt atgtctaagc 2760 
gcaatgcaag ctgcttacag ggatagaaca 2820 
ctcgctgaat ctccattagt ggccaataaa 2880 
aaatttaaat cagagataac atcgtcaatc 2940 
gctgttagat ttatccaacc ccaccaattt 3000 
attaccgtta aacttgtcaa acatttagtt 3060 
gacttgaata ttgttcatcc aaacctacaa 3120 
aaatcaaaat cattgaagtt ttgtgtggag 3180 
atatatcaat taggtaaagt tgaacaaaga 3240 
accaaagcaa gtactagcca cattgatact 3300 
aatcgcacta tatcccagtc ctggattcgt 3360 
agtgaaatta ttgcaaacaa agattatttg 3420 
ttgaatgatg atgtggtaac atacgcatat 3480 
aagttccaaa tagacatatc caaaccaaaa 3540 
tacgattttg gtcaaggagt acccaaaact 3600 
atggctctac aattagggga attgagaatg 3 660 
cattctccac gtaacaaaga tatggatgag 3720 
ataagtgaag catttgccaa agctatagaa 3780 
ccagaacaca aacataaaca taaacagtitg 3 840 
actttggcga gtgtaaagtt gtgcaccgat 3900 
acaagaattg tttggggtgc ttcttacaat 3960 
gatcggtttt caaaaccacc agtggatcca 4020 
aagtatatct tacatggtaa atgccaaatc 4080 
aaaggatcaa gagatccgta tgatttgttc 4140 
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5580 
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atcacaactt 


5640 
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attgacgtga tcgcacctca aattcaatta 
ctcatctcta caccatctat taaaggtaaa 
gcaaaccaaa tcttgttaga aactaggtat 
gtattaaaca aagaggatat tgtagggtgt 
ggagctaaat ctaattggcc accatggcta 
gctggagcca acaacttatt gattgaaaag 
gaaattttgt caagcaagct ttctccaaat 
aattacaatg atgataattc gaaacaggct 
gtggtgatta catctacatc aagtcaatac 
ttgttttata gcgagcctat gagtaaagtg 
tctattgatt tcgaagattt gggtgctctt 
cataaattgt tgaaagtatt gtctaacaac 
gaggatctca acaattactt acaagtgaat 
tatttgttgt tgcgtacatt attgacgggt 
ctgatgtntt ggttgattag agccgatgaa 
accccaatca tggatcttgc cttggcacaa 
ggatccaata ttaacaagct tcatattggt 
gcacgatatc ctgattttat taaaccaata 
ctcgcgtgga caatgaacaa gtcggttggt 
aatgcagcgc cgttgaatat caaacttgat 
attacttatt ccaattcagg aaacttggaa 
aagaataaag ataacattaa agataatctg 
aatgagggaa ttaacaaagg tcccaaattt 
agaagtttaa ctatgttgtc gagcaaaaaa 
attgaagaca atgaggatgt tgaaaaaatg 
gtatcattga atgtcaatgc aattacatta 
aaacgaattc ttaatgttaa cgattttaga 
gaaattgtgt cttatatgga tataagtaag 



caaagtgagg attatcctga ttctgttgtg 5940 
attttgtcca ttatggattc caggaataat 6000 
ggtattttac taaaagatgc caatgttttt 6060 
ccagatatgt tgagtattag taatccatat 612 0 
ggaacagaaa taacccaaaa tggtaaatgg 618 0 
ctttctgtta tgacaatgtg ttatgaaagt 6240 
gcacaagatc tggatcaaga agagcaagaa 63 0 0 
cctcttcgac ttggtattga tatgccttct 6360 
tttaccttat atgttatcat agtgagcttg 6420 
atccacaaga aaatcgaaaa gatgaagttt 6480 
actagcagat taacgaaaat gcagcaacat 654 0 
tatagtttcc gacaggggaa attaaacaac 6600 
cttgaacgtg gtgaaattgc tagtgatatt 6660 
gattttgctt ctgatacttc aaataactta 6720 
attatattac agatattgga agatgataga 6780 
gggatgtaca ctcggaaaga acttgaaagt 684 0 
acgatgagag gattcaatct tattgaactg 6900 
actgagagtt cgtcacagaa tttgattgaa 6960 
ggtataaaaa ttattgagaa tgtatttgtt 7020 
gaaataactg gtgacaaatt aatgaaattc 7 080 
gatagcaaaa taatagctgt cagcaacgaa 7140 
gaagatgaag attatgggtt gatcacagaa 7200 
gaagaaatgt ctcaaagcag caacatgaaa 7260 
tcttcttcaa gtgcaagctc aaatgatgaa 7320 
attgaaaggt caaaaaagta tttttcagtg 7380 
gaagttaccc ttaaattaaa taaaggattt 7440 
atagaccttc ctgaattcaa tattacaaat 7500 
atgttacaaa gtatgattac gaaaatgata 7560 
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ttaggacatg tgggaaggtt attgggtaat aaaatgaaag ctacaaaggg taaatcaaag 762 0 

aaaattatga aaaagcggaa aagaattcgg tcaatatcag atgttagaaa agaaatccac 7680 

gtttctacag aaagaggtgc agattaa 7707 

<210> 58 
<211> 2568 
<212> PRT 

<213> Candida albicans 
<400> 58 

Met Tyr lie Asn Gin Tyr Leu Asn lie Asp Lys Leu lie Phe Tyr Leu 
1 5 10 15 

Ser Cys Thr lie lie Gly Trp Leu Ser Phe Trp Tyr lie lie Phe Lys 
20 25 30 

Leu Thr Gly Phe His Leu Ser Thr lie Thr lie Asn Asn Gly lie Ser 
35 40 45 

Phe Asn Gly lie Ser Phe His Thr Lys Arg Tyr Leu lie Ser Val Gly 
50 55 60 

Ser Leu Arg Phe Arg Leu Trp Gly Asn Ser Lys Met Thr lie lie Asp 
65 70 75 80 

Asp Leu Thr lie Lys Leu Leu Pro Asn Val Lys Asn Asn Gin Lys Gin 
85 90 95 



Asn Thr Gin Glu Lys Arg Asn Asp Tyr Ser Phe Lys Asp Pro Thr Ala 
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100 

Pro Val Val Asn 
115 

Ser Arg Leu lie 
130 

Thr Ala He He 
145 

Lys Phe Thr Thr 

Thr Phe Lys Ala 
180 

Thr Lys Gly Asp 
195 

Glu Ala Lys Phe 
210 

Lys Thr Arg Val 
225 

He Lys Tyr Tyr 



lie Phe Pro Gin 
120 

Arg His Leu Pro 
135 

Thr Pro Ser Glu 
150 

Ser Ser Lys Tyr 
165 

Gly Leu Tyr He 

Val He Lys Pro 
200 

Ser He Asn Phe 
215 

Asn He Asn Asp 
230 

Phe He Leu Lys 
245 



105 

Asn Arg He Gly 

Lys Met Asn Leu 
140 

Asn Lys Thr He 
155 

Ser Lys Arg Ser 
170 

Asn Asn Val Leu 
185 

Phe Gin He Gly 

Glu Thr Gly Val 
220 

Ser Asp Phe Ser 
235 

Asp Ser Gin Glu 
250 



110 

Lys Tyr Val Val 
125 

Glu Leu* Arg Gin 

He Glu Tyr Leu 
160 

Asn Glu Lys He 
175 

His His Leu Lys 
190 

Gly Ala Ser Phe 
205 

Leu Asp Asp Leu 

Val Phe Asn Ala 
240 

Thr Lys Asn Asn 
255 
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Thr Asn Asn Gin Ser Thr Leu Ser Gin Ala Glu lie Glu Ala Lys Glu 
260 265 270 



Glu His Lys Leu Gin Arg Leu Glu Asn Thr Phe Lys lie lie His Ala 
275 280 285 



lie Val Ser Glu 
290 

lie Pro Phe Val 
305 

Asn Asp Val Arg 

Ser Phe Asn Phe 
340 

Leu Phe Asn Ser 
355 

Gin Leu Leu Lys 
370 

Gin Val Asp Asn 
385 

Leu Thr Tyr Lys 



lie Asn Leu His 
295 

Thr Met Glu Asn 
310 

Pro Ala Thr Cys 
325 

Ser Arg Met Tyr 

Lys Arg Asp Arg 
360 

Val Phe Phe Ala 
375 

Asn Thr Asp Glu 
390 

Thr Asn lie Leu 



lie Glu Asn Val 
300 

Asn Pro Asp Phe 
315 

Leu Glu Met Met 
330 

Ser Asp Ala Ala 
345 

Pro Tyr His Leu 

Ser Arg Val Glu 
380 

lie Leu Asn Val 
395 

Asn Gin Val Val 



Lys lie Ser Glu 

Lys Glu Tyr Phe 
320 

Thr Lys Ser Thr 
335 

Gly Phe Glu Val 
350 

Thr Cys Ser Val 
365 

Leu Pro Thr Gly 

Pro Asn Phe Ala 
400 

Arg Ala Arg Gly 
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405 410 415 

Phe Lys Asn Cys Val Val Glu lie Tyr Phe Ser Ala Ser Thr Pro lie 
420 425 430 

Leu Asp Leu Asp Thr Arg Gin Leu Ser Ser Leu Leu Tyr Asn Leu Val 
435 • 440 445 

Leu Leu Lys Lys Trp Lys Thr lie Lys Lys Leu Glu Lys Leu Leu Glu 
450 455 460 

Lys Thr Pro Thr Ser Ser Ser Asp Leu Gin Asp Asp Asp Phe Asp Gly 
465 470 475 480 



Ser Glu Thr Ser 

Glu Lys lie Asn 
500 

His Leu Asp lie 
515 

His Cys Glu Pro 
530 

Leu Leu Asn Phe 
545 



Asn Leu Lys lie 
485 

Ala Arg lie Trp 

Lys Thr Val Val 
520 

Lys Lys Asn Thr 
535 

Thr Leu Ser Thr 
550 



His Pro Gly Thr 
490 

Arg Tyr Leu Thr 
505 

Glu Gin Pro Arg 

Gin lie Leu Thr 
540 

Thr Glu Thr Arg 
555 



Pro His His Lys 
495 

Asp Tyr Tyr Pro 
510 

Leu Val Leu Arg 
525 

Phe Ser Tyr Ser 

Asp Tyr Thr Ser 
560 
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Ser Cys Gin Leu 

Ser Asp Val Ser 
580 

Ala His Thr Ser 
595 

Thr Val Lys Leu 
610 

Asn Leu Asp lie 
625 

Gin lie Ala Glu 

Asn Leu Gin Phe 
660 

Ser Tyr Phe Lys 
675 

Arg Tyr Leu Pro 
690 

Leu Asn lie Ser 



Leu Leu Pro Leu 
565 

Asp Leu His Gly 

Tyr lie Asp lie 
600 

Leu Val Asp Val 
615 

Phe Thr Gly lie 
630 

Thr Asp Leu Glu 
645 

Leu Gin Leu Arg 

Lys Asn lie Lys 
680 

Lys Trp Leu Thr 
695 

Leu Gly Ser Arg 



Val Thr Tyr Tyr 
570 

Lys Glu Leu Val 
585 

Lys Leu Glu lie 

Asp Lys Val Thr 
620 

His Asn Leu Leu 
635 

Leu Gly Val lie 
650 

His Glu Leu Gin 
665 

Pro Thr Leu Glu 

Arg lie Asp Leu 
700 

Ser Val Leu lie 



Glu Lys Pro Phe 
575 

Thr Lys Arg Val 
590 

Phe Lys Asn Leu 
605 

lie Asp Leu Thr 

Leu Asp Val Thr 
640 

Asn Lys Met Leu 
655 

Leu Arg Gin Val 
670 

Gin Lys Leu Phe 
685 

Lys Val Thr Phe 
Pro Lys Lys Asp 
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705 

Leu Ser Arg Ala 

His Glu Leu Lys 
740 

Val Ala Lys Asn 
755 

Ala Ser Ser Ala 
770 

Val Tyr Trp Ala 
785 

Leu Thr Asp Leu 

lie Lys Thr Asn 
820 

Leu lie Thr Asp 
835 

Tyr Lys Leu Tyr 
850 



710 

Glu Ser Pro Asp 
725 

Gin lie Asp Leu 

Ser Lys Thr Ser 
760 

Ser Ser Glu Thr 
775 

Val Asn Ala Thr 
790 

Asp Gly Lys Phe 
805 

Val Ser Ala He 

Val Lys Val Glu 
840 

Thr Leu He Gly 
855 



715 

Phe Asp Phe Asp 
730 

Lys Phe Asp Ser 
745 

Gly Glu Ser Thr 

Leu Thr He Ser 
780 

Leu Glu Lys Leu 
795 

Gly Arg Leu Leu 
810 

Cys Asp Tyr Tyr 
825 

Lys He Leu Val 

Ser He Tyr Leu 
860 



720 

Phe Asp Asp Asp 
735 

Leu Ser He Gly 
750 

Pro Ser Thr Val 
765 

Asn His Asp Thr 

Lys Leu Ser Ala 
800 

Glu He Pro Thr 
815 

Gly Asn Asn Lys 
830 

Asp Tyr Asn Arg 
845 

He Arg Glu Phe 



158 



Val Leu Ala Pro 
865 

Thr Lys Phe Asp 

Thr Thr Ser lie 
900 

Ser Asp Met lie 
915 



lie Lys Val lie 
870 

Ser Asn Leu Ser 
885 

Leu Asp Phe Leu 

Leu Cys Leu Ser 
920 



Lys Ser Lys Val 
875 

Pro Asp Pro Asn 
890 

His Leu Asp Phe 
905 

Lys Asp Phe Lys 



Asn Lys Asp Leu 
880 

Ala Ala His Lys 
895 

Lys Leu Asp Tyr 
910 

Val Arg Leu Gin 
925 



Leu Asn Ala Met Gin 
930 

lie Thr Phe Leu Arg 
945 

Trp Cys Arg Leu Leu 
965 

Thr Ser Ser lie Lys 
980 

Arg Phe lie Gin Pro 
995 

lie Ser lie Thr Val 



Ala Ala Tyr Arg Asp Arg 
935 

Gly Leu Ala Glu Ser Pro 

950 955 

Cys Leu Asp Thr Leu Lys 
970 

Asp Leu Ser lie Glu Leu 
985 

His Gin Phe Val Val Tyr 
1000 

Lys Leu Val Lys His Leu 



Thr Ala Asp Leu Ser 
940 

Leu Val Ala Asn Lys 
960 

Phe Lys Ser Glu lie 
975 

Asp Ser Asp Ala Val 
990 

Lys Phe Phe Asp Asn 
1005 

Val Lys Leu Leu Lys 
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1010 1015 1020 

Asp Glu Ser Thr Lys Glu Asp Leu Asn lie Val His Pro Asn Leu Gin 
1025 1030 1035 1040 

Lys Ala Lys Leu Leu Pro Phe lie Arg Phe Lys Ser Lys Ser Leu Lys 
1045 1050 1055 

Phe Cys Val Glu Asp Asp Pro Phe Glu Thr Glu Leu Gly Met lie Tyr 
1060 1065 1070 

Gin Leu Gly Lys Val Glu Gin Arg Lys Arg Leu Glu Leu Tyr Asn Leu 
1075 1080 1085 

Phe Glu Thr Lys Ala Ser Thr Ser His lie Asp Thr Glu Glu Tyr Phe 
1090 1095 1100 

Asp Asn Leu Ser Arg Leu Asn Arg Thr lie Ser Gin Ser Trp lie Arg 
1105 1110 1115 1120 

Lys Val Asn Val Tyr Lys Ser Lys Leu Arg Ser Glu lie lie Ala Asn 
1125 1130 1135 

Lys Asp Tyr Leu Leu Gly Asn Glu Val Lys Leu Asp Glu Ser Leu Asn 
1140 1145 1150 



Asp Asp Val Val Thr Tyr Ala Tyr Ala Ser Pro Leu Phe Ser Val Tyr 
1155 1160 1165 
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Met Asp Lys Phe Gin lie Asp lie Ser Lys Pro Lys Phe Asn lie Asp 
1170 1175 1180 

Glu Val Ala Asn Phe lie Tyr Asp Phe Gly Gin Gly Val Pro Lys Thr 
1185 1190 1195 1200 

Thr Glu Tyr Thr Leu Leu lie Pro lie Tyr Met Ala Leu Gin Leu Gly 
1205 1210 1215 

Glu Leu Arg Met His Leu Arg Asp Tyr Pro^ Leu Pro Leu Leu His Ser 
1220 1225 1230 

Pro Arg Asn Lys Asp Met Asp Glu Thr Ser Phe Lys Leu Asn Gly His 
1235 1240 1245 

Leu Val lie Ser Glu Ala Phe Ala Lys Ala lie Glu His Met Arg Gin 
1250 1255 1260 



lie Asp Val Pro Leu Val Pro Glu His Lys His Lys His Lys Gin Leu 

1265 1270 1275 1280 

Asn Lys Phe Glu Phe Leu Val Met Glu Lys Thr Leu Ala Ser Val Lys 

1285 1290 1295 

Leu Cys Thr Asp Leu Glu Cys Val Phe Asn Ser Asn Tyr Pro Thr Arg 

1300 1305 1310 

He Val Trp Gly Ala Ser Tyr Asn Phe Gly He Gin Gin Met Met Ala 
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1315 1320 1325 

Asn Phe Asp Arg Phe Ser Lys Pro Pro Val Asp Pro Ser Thr Lys Leu 

1330 1335 1340 

Gly Phe Trp Asp Lys Leu Lys Tyr lie Leu His Gly Lys Cys Gin lie 

1345 1350 1355 1360 

Arg Thr Arg Lys Ser Leu Glu Val Ala Phe Lys Gly Ser Arg Asp Pro 

1365 1370 1375 

Tyr Asp Leu Phe Thr Thr Ala Gly Gly Phe Val Leu Ser Phe Arg Lys 

1380 1385 1390 

Asn Val Val Trp Asp lie Asn Lys Asp Asp Asn Ser Lys Asn Tyr Phe 

1395 1400 1405 

Asp lie Thr Ala Asp Lys Val Ser Trp Tyr lie Pro Asn Tyr Leu Ala 

1410 1415 1420 

Gly Pro Leu Leu Ala Trp Thr Arg Ser Ser Lys Asn Ser lie Tyr Leu 

1425 1430 1435 1440 

Pro Asn Ser Pro Asn Val Val Asn Ser Cys Phe Ala Tyr Tyr Leu Gin 

1445 1450 1455 



Asp Phe Thr Gly Gin Ala Asp Phe Asp His Ala Ala Arg Val Phe Glu 
1460 1465 1470 



162 



Arg Asn Val Val Asn Leu Ser Gly Gly lie His Phe Gin Val Gly Phe 
1475 1480 1485 

Leu Leu Glu Arg Lys Asp Thr Asn Gly Lys Arg Thr Asp Glu Phe Lys 
1490 1495 1500 

Pro His Tyr Glu Val Gin Leu Phe Asp Pro Lys Tyr Cys Glu Lys Gly 
1505 1510 1515 1520 

His Asp Ser Tyr Ala Gly Phe Arg Ser Gin Phe lie His Met Ala lie 
1525 1530 1535 

Ser Leu Glu Ser Thr Asn Ser Ser Ser Tyr Asn Thr lie His Leu Ser 
1540 1545 1550 

Pro Gly Thr Phe Gin Gin Phe Phe Asp Trp Trp Lys Leu Phe Ala Ser 
1555 1560 1565 

Asn Met Gin Leu Pro lie Arg Arg Gly Lys Met Phe Gly Glu Ala Lys 
1570 1575 1580 

Glu Ser Val Lys Phe Ser Gin His Leu Phe Thr Asn Lys Phe Ser Phe 
1585 1590 1595 1600 

Met Leu Lys Ser Leu Phe lie Ala His Val Tyr Arg Asp Glu lie Val 
1605 1610 1615 

Asp lie Asn Asn Asp Arg lie Glu Ser lie Gly Leu Arg Ala Lys Val 
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1620 1625 1630 

Asp Asp Phe Met Val Asp Leu His Gin Arg Lys Glu Pro Ala Thr Leu 
1635 1640 1645 

Tyr His Glu Glu Leu Ser Lys Asn Glu Lys Val Met Lys Met Asn Phe 
1650 1655 1660 

Asp Leu Gly Glu Val Val Leu Ser Gly lie Asp Leu Arg Val Met His 
1665 1670 1675 1680 

Val Ser Phe Leu Gin Asn Leu Tyr Thr Gin Ser His Ser Asn Ser Gly 
1685 1690 1695 

Asp Ala Lys Ser Thr Tyr Asn lie Tyr Asp Asn Asp His Arg Trp Phe 
1700 1705 1710 

Asp lie Met Asp Phe Gin Glu Ala Phe Leu Thr Ser lie Lys Asp Cys 
1715 1720 1725 

Val Arg Thr Val Asp lie Tyr Pro Leu Met Tyr Leu Gin Arg Phe Phe 
1730 1735 1740 

Tyr Glu Arg Asp Thr His Gly Gly Lys Ser Glu Asp Glu Thr Ala Phe 
1745 1750 1755 1760 



Gly Lys Glu Val lie His Lys Cys Asn Leu Gly Ala Met Asn Pro Leu 
1765 1770 1775 
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Glu Thr Arg Leu Asn Val Leu Val Gin Arg Leu Asn Ala Leu Gin Glu 
1780 1785 1790 

Gin Val Lys Lys Leu Ser Lys Thr Ser Ala Pro Glu Pro Val Ala Asp 
1795 1800 1805 

Leu Lys Lys Arg lie Ser Phe Leu Gin Lys Glu lie Ser Thr Thr Lys 
1810 1815 1820 

Ala Ser Val Lys Ser Lys Met Arg Arg Thr Ser Thr lie Asn Gly Met 
1825 1830 1835 1840 

Asn Asn Ser Glu Asn Tyr His Asn Lys Phe Thr Phe Tyr Asn Met Leu 
1845 1850 1855 

Leu Lys Trp Asn Phe Asn Cys Arg Asn Leu Thr Leu Lys Tyr lie His 
1860 1865 1870 



Phe Val Lys Leu Lys Ser Gin Leu Arg Asn Tyr Leu Ser His Lys Ser 
1875 1880 1885 

lie Glu Thr Leu Glu Lys Met Met Asp Ser Val Asn Ala Tyr Asn Asp 
1890 1895 1900 

Lys Asp Asp Leu Ser Ser Thr Ser Glu lie lie Arg Arg Phe Thr Ser 
1905 1910 1915 1920 

Glu Gly Val Lys Ser Gin Thr Ser Thr Ser Lys Asp lie Thr Ser Gin 
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1925 1930 1935 

Gin Lys Leu Asp Asn Phe Asn Thr lie Leu Arg Glu Thr Arg Pro Asp 
1940 1945 1950 

Glu Lys Val Val Glu Asp Tyr Leu lie Asp Val lie Ala Pro Gin lie 
1955 1960 1965 

Gin Leu Gin Ser Glu Asp Tyr Pro Asp Ser Val Val Leu lie Ser Thr 
1970 1975 1980 

Pro Ser lie Lys Gly Lys lie Leu Ser lie Met Asp Ser Arg Asn Asn 
1985 1990 1995 2000 

Ala Asn Gin lie Leu Leu Glu Thr Arg Tyr Gly lie Leu Leu Lys Asp 
2005 2010 2015 

Ala Asn Val Phe Val Leu Asn Lys Glu Asp lie Val Gly Cys Pro Asp 
2020 2025 2030 

Met Leu Ser lie Ser Asn Pro Tyr Gly Ala Lys Ser Asn Trp Pro Pro 
2035 2040 2045 

Trp Leu Gly Thr Glu lie Thr Gin Asn Gly Lys Trp Ala Gly Ala Asn 
2050 2055 2060 



Asn Leu Leu lie Glu Lys Leu Ser Val Met Thr Met Cys Tyr Glu. Ser 
2065 2070 2075 2080 



166 



Glu lie Leu Ser Ser Lys Leu Ser Pro Asn Ala Gin Asp Ser Asp Gin 
2085 2090 2095 

Glu Glu Gin Glu Asn Tyr Asn Asp Asp Asn Ser Lys Gin Ala Pro Leu 
2100 2105 2110 

Arg Leu Gly lie Asp Met Pro Ser Val Val lie Thr Ser Thr Ser Ser 
2115 2120 2125 

Gin Tyr Phe Thr Leu Tyr Val He He Val Ser Leu Leu Phe Tyr Ser 
2130 2135 2140 

Glu Pro Met Ser Lys Val He His Lys Lys He Glu Lys Met Lys Phe 
2145 2150 2155 2160 

Ser He Asp Phe Glu Asp Leu Gly Ala Leu Thr Ser Arg Leu Thr Lys 
2165 2170 2175 

Met Gin Gin His His Lys Leu Leu Lys Val Leu Ser Asn Asn Tyr Ser 
2180 2185 2190 

Phe Arg Gin Gly Lys Leu Asn Asn Glu Asp Leu Asn Asn Tyr Leu Gin 
2195 2200 2205 

Val Asn Leu Glu Arg Gly Glu He Ala Ser Asp He Tyr Leu Leu Leu 
2210 2215 2220 

Arg Thr Leu Leu Thr Gly Asp Phe Ala Ser Asp Thr Ser Asn Asn Leu 
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2225 2230 2235 2240 

Ser Met Xaa Trp Leu lie Arg Ala Asp Glu lie lie Leu Gin lie Leu 
2245 2250 2255 

Glu Asp Asp Arg Thr Pro lie Met Asp Leu Ala Leu Ala Gin Gly Met 
2260 2265 2270 

Tyr Thr Arg Lys Glu Leu Glu Ser Gly Ser Asn lie Asn Lys Leu His 
2275 2280 2285 

lie Gly Thr Met Arg Gly Phe Asn Leu lie Glu Ser Ala Arg Tyr Pro 
2290 2295 2300 

Asp Phe lie Lys Pro lie Thr Glu Ser Ser Ser Gin Asn Leu lie Glu 
2305 2310 2315 2320 



Leu Ala Trp Thr Met Asn Lys Ser Val Gly Gly lie Lys lie lie Glu 
2325 2330 2335 



Asn Val Phe Val Asn Ala Ala Pro Leu Asn lie Lys Leu Asp Glu lie 
2340 2345 2350 



Thr Gly Asp Lys Leu Met Lys Phe lie Thr Tyr Ser Asn Ser Gly Asn 
2355 2360 2365 



Leu Glu Asp Ser Lys lie lie Ala Val Ser Asn Glu Lys Asn Lys Asp 
2370 2375 2380 



168 



Asn lie Lys Asp Asn Ser Glu Asp Glu Asp Tyr Gly Leu lie Thr Glu 
2385 2390 2395 2400 

Asn Glu Gly lie Asn Lys Gly Pro Lys Phe Glu Glu Met Ser Gin Ser 
2405 2410 2415 

Ser Asn Met Lys Arg Ser Leu Thr Met Leu Ser Ser Lys Lys Ser Ser 
2420 2425 2430 

Ser Ser Ala Ser Ser Asn Asp Glu lie Glu Asp Asn Glu Asp Val Glu 
2435 2440 2445 

Lys Met lie Glu Arg Ser Lys Lys Tyr Phe Ser Val Val Ser Leu Asn 
2450 2455 2460 

Val Asn Ala lie Thr Leu Glu Val Thr Leu Lys Leu Asn Lys Gly Phe 
2465 2470 2475 2480 

Lys Arg lie Leu Asn Val Asn Asp Phe Arg lie Asp Leu Pro Glu Phe 
2485 2490 2495 

Asn He Thr Asn Glu He Val Ser Tyr Met Asp He Ser Lys Met Leu 
2500 2505 2510 

Gin Ser Met He Thr Lys Met He Leu Gly His Val Gly Arg Leu Leu 
2515 2520 2525 

Gly Asn Lys Met Lys Ala Thr Lys Gly Lys Ser Lys Lys He Met Lys 
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2530 



2535 



2540 



Lys Arg Lys Arg lie Arg Ser lie Ser Asp Val Arg Lys Glu lie His 



Val Ser Thr Glu Arg Gly Ala Asp 
2565 

<210> 59 
<211> 2196 
<212> DNA 

<213> Candida albicans 



<400> 59 














atggcgtcaa 


tttctgttcc 


aattgaaaaa 


ggatcatttc 


acgatggaga 


tggattcaat 


60 


caacatcatt 


taggagaccc 


agttatttca 


ggacctccct 


atattattaa 


attattaaac 


120 


ttacccgtca 


cagctaatga 


ttcatttgtc 


caagacttgt 


ttcaaagcag 


atttacccca 


180 


tatgtcaaat 


ttaaaattgt 


aacagacccc 


gcatcaaata 


ttttggagac 


tcatgtcatt 


240 


agacaagtgg 


cttttgtgga 


attggaatcg 


gccagtgata 


tgtcaaaagc 


tttaaaatgg 


300 


catgatttgt 


attataagac 


aaatagaaga 


gtaactgttg 


aagtggcaga 


ttttaatgat 


360 


tttcaaaatt 


gtattaaatt 


caatcaagaa 


catgaacgtg 


aaattatgca 


aatccaacaa 


420 


gaattcattg 


ctcagaaaca 


acaacaacgg 


caacccagac 


atatggctct 


tttagatgaa 


480 


tttgaaagaa 


accagcgcgg 


tcctggatca 


cccttgcatc 


aaaaccatga 


tcaccacaat 


540 


ccccacccac 


aacaacaaca 


acaccatcat 


ttcaatccta 


atttaaacag 


accttcaggt 


600 


agatcaagtc 


ttccaataga 


tgaaacgtct 


cattcaagaa 


gactttcttt 


tgaagctcaa 


660 


ttacatcctc 


atcaacagac 


ccatggacag 


cgtattagac 


aaccatcttt 


tgacaatgca 


720 


ttcccagaca 


ctcctcatcc 


accatttggt 


ggtggtggtg 


gtatgcgtca 


acaaatccat 


780 



2545 



2550 



2555 



2560 



170 



cctacaaacc aaccagcagt tccaagtagt 
atttcgtcag ccagtacttc ttctagaccc 
gttgatactt tatctaaaca acaagagatt 
acagtacaga ctttaggaga tgtagaaacc 
tttcatgaaa atggttcacc aaaattgaga 
tcatcagaaa agagaccatc agtatcaatt 
ccaccaccac cacctcaaca acaacaacaa 
acaaagcaaa ctgcattaca tcaaccagat 
ctgacccaac cttctggaga atcacctttg 
tatacttcta atggaacagg taaatcttta 
atgtccgctc cacctataac tggtaagaaa 
ccagtagtgg ctgctaaacc tgttattttg 
caaagaattg atttaacaat taaagaaagt 
gatttgattg atgcaaatgt tgaaaccaaa 
ttactggaaa atggaactaa agaatcaaca 
aatgatcaac atgatgatcg tccaaacttt 
aatgatagtc gagcatcatc ttcttcttca 
ttaaaagaag aaaatgaaag agtcccatcc 
accaagactt cccagaacaa ttttgaaaaa 
gatcagcaag atttgtcttc tactaacact 
agaggtagag gtagaggtgg tttcagtttc 
gctgggttta gaggtagtgg tagaggtggc 
ggtgctggtg gtactgctag tggtagtacc 
agatcaaaac caactcccgt tgaaaccaat 



gctcctgcgc tgaaaccttt tgtaacacca 840 

atatcaaatc catttggagc tgcgaaaccc 900 

gagaagaaac taatcaattt gaataaaact 960 

cctgaagaag ttcaagcaac tattaaaaaa 1020 

agagcttcgg taggtacacc aagaagatta 1080 

ttaagaagag atttaccaga gagacaacaa 1140 

cagcaacctc cacaacaaca agatcagaac 1200 

caactacaaa atcattcatc aaatatttct 1260 

gcagaaactc aatcgttatc aactaaccct 1320 

gcacaattgt taagtgaaca atcagatatt 1380 

acacccagaa gtaatagtaa tactaaaaaa 1440 

aagaagaaaa cacctacatc accaccagtt 1500 

gaatatttga agaaacagga cgaaactgat 1560 

ttggaaaaat tggatttgaa tagtgagaca 1620 

aagacaagaa ttgataatcc taaacgagaa 1680 

aaaaatttgg atcaattagt tcagaaaaga 1740 

aatagtagaa gatttgaatt tattcgagga 1800 

ccatcctcct cctcttcttc ttcttctgcc 1860 

tcactggaat cagcaatttc aagaactgat 1920 

gggtcagaag gtagaatgtg ggaaagagga 1980 

agaagcagag gtggtttcag aggtagagga 2 04 0 

ccaagaagaa gagggggcaa tggtgctagt 210 0 

ggcagtgcca attataacct tcattatgta 2160 

gagtaa 2196 



<210> 60 
<211> 731 
<212> PRT 

<213> Candida albicans 
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<400> 60 
Met Ala Ser lie 
1 

Asp Gly Phe Asn 
20 

Pro Tyr lie lie 
35 

Phe Val Gin Asp 
50 

Lys He Val Thr 
65 

Arg Gin Val Ala 

Ala Leu Lys Trp 
100 

Val Glu Val Ala 
115 

Gin Glu His Glu 
130 



Ser Val Pro He 
5 

Gin His His Leu 

Lys Leu Leu Asn 
40 

Leu Phe Gin Ser 
55 

Asp Pro Ala Ser 
70 

Phe Val Glu Leu 
85 

His Asp Leu Tyr 

Asp Phe Asn Asp 
120 

Arg Glu He Met 
135 



Glu Lys Gly Ser 
10 

Gly Asp Pro Val 
25 

Leu Pro Val Thr 

Arg Phe Thr Pro 
60 

Asn He Leu Glu 
75 

Glu Ser Ala Ser 
90 

Tyr Lys Thr Asn 
105 

Phe Gin Asn Cys 

Gin He Gin Gin 
140 



Phe His Asp Gly 
15 

He Ser Gly Pro 
30 

Ala Asn Asp Ser 
45 

Tyr Val Lys Phe 

Thr His Val He 
80 

Asp Met Ser Lys 
95 

Arg Arg Val Thr 
110 

lie Lys Phe Asn 
125 

Glu Phe He Ala 
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Gin Lys Gin Gin 
145 

Phe Glu Arg Asn 

Asp His His Asn 
180 

Pro Asn Leu Asn 
195 

Thr Ser His Ser 
210 

Gin Gin Thr His 
225 

Phe Pro Asp Thr 

Gin Gin lie His 
260 

Ala Ser Lys Pro 
275 

Arg Pro lie Ser 



Gin Arg Gin Pro 
150 

Gin Arg Gly Pro 
165 

Pro His Pro Gin 

Arg Pro Ser Gly 
200 

Arg Arg Leu Ser 
215 

Gly Gin Arg lie 
230 

Pro His Pro Pro 
245 

Pro Thr Asn Gin 

Phe Val Thr Pro 
280 

Asn Pro Phe Gly 



Arg His Met Ala 
155 

Gly Ser Pro Leu 
170 

Gin Gin Gin His 
185 

Arg Ser Ser Leu 

Phe Glu Ala Gin 
220 

Arg Gin Pro Ser 
235 

Phe Gly Gly Gly 
250 

Pro Ala Val Pro 
265 

lie Ser Ser Ala 
Ala Ala Lys Pro 



Leu Leu Asp Glu 
160 

His Gin Asn His 
175 

His His Phe Asn 
190 

Pro lie Asp Glu 
205 

Leu His Pro His 

Phe Asp Asn Ala 
240 

Gly Gly Met Arg 
255 

Ser Ser Ala Pro 
270 

Ser Thr Ser Ser 
285 

Val Asp Thr Leu 
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290 

Ser Lys Gin Gin 
305 

Thr Val Gin Thr 

Thr lie Lys Lys 
340 

Ser Val Gly Thr 
355 



295 

Glu lie Glu Lys 
310 

Leu Gly Asp Val 
325 

Phe His Glu Asn 

Pro Arg Arg Leu 
360 



300 

Lys Leu lie Asn 
315 

Glu Thr Pro Glu 
330 

Gly Ser Pro Lys 
345 

Ser Ser Glu Lys 



Leu Asn Lys Thr 
320 

Glu Val Gin Ala 
335 

Leu Arg Arg Ala 
350 

Arg Pro Ser Val 
365 



Ser lie Leu Arg Arg 
370 

Pro Gin Gin Gin Gin 
385 

Thr Lys Gin Thr Ala 
405 



Asp Leu Pro Glu Arg Gin 
375 

Gin Gin Gin Pro Pro Gin 
390 395 

Leu His Gin Pro Asp Gin 
410 



Gin Pro Pro Pro Pro 
380 

Gin Gin Asp Gin Asn 
400 

Leu Gin Asn His Ser 
415 



Ser Asn lie Ser Ser Thr Gin Pro Ser Gly Glu Ser Pro Leu Ala Glu 
420 425 430 



Thr Gin Ser Leu Ser Thr Asn Pro Tyr Thr Ser Asn Gly Thr Gly Lys 
435 440 445 
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Ser Leu Ala Gin 
450 

Pro lie Thr Gly 
465 

Pro Val Val Ala 

Ser Pro Pro Val 
500 

Leu Lys Lys Gin 
515 

Thr Lys Leu Glu 
530 

Gly Thr Lys Glu 
545 

Asn Asp Gin His 

Val Gin Lys Arg 
580 



Leu Leu Ser Glu 
455 

Lys Lys Thr Pro 
470 

Ala Lys Pro Val 
485 

Gin Arg lie Asp 

Asp Glu Thr Asp 
520 

Lys Leu Asp Leu 
535 

Ser Thr Lys Thr 
550 

Asp Asp Arg Pro 
565 

Asn Asp Ser Arg 



Gin Ser Asp lie 
460 

Arg Ser Asn Ser 
475 

lie Leu Lys Lys 
490 

Leu Thr Tie Lys 
505 

Asp Leu lie Asp 

Asn Ser Glu Thr 
540 

Arg lie Asp Asn 
555 

Asn Phe Lys Asn 
570 

Ala Ser Ser Ser 
585 



Met Ser Ala Pro 

Asn Thr Lys Lys 
480 

Lys Thr Pro Thr 
495 

Glu- Ser Glu Tyr 
510 

Ala Asn Val Glu 
525 

Leu Ser Glu Asn 

Pro Lys Arg Glu 
560 

Leu Asp Gin Leu 
575 

Ser Ser Asn Ser 
590 



Arg Arg Phe Glu Phe lie Arg Gly Leu Lys Glu Glu Asn Glu Arg Val 



595 

Pro Ser Pro Ser 
610 

Gin Asn Asn Phe 
625 

Asp Gin Gin Asp 

Trp Glu Arg Gly 
660 

Arg Gly Gly Phe 
675 

Gly Gly Pro Arg 
690 

Thr Ala Ser Gly 
705 

Arg Ser Lys Pro 



600 

Ser Ser Ser Ser 
615 

Glu Lys Ser Ser 
630 

Leu Ser Ser Thr 
645 

Arg Gly Arg Gly 

Arg Gly Arg Gly 
680 

Arg Arg Gly Giy 
695 

Ser Thr Gly Ser 
710 

Thr Pro Val Glu 
725 
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Ser Ser Ser Ala 
620 

Glu Ser Ala lie 
635 

Asn Thr Gly Ser 
650 

Arg Gly Gly Phe 
665 

Ala Gly Phe Arg 

Asn Gly Ala Ser 
700 

Ala Asn Tyr Asn 
715 

Thr Asn Glu 
730 



605 

Thr Lys Thr Ser 

Ser Arg Thr Asp 
640 

Glu Gly Arg Met 
655 

Ser Phe Arg Ser 
670 

Gly Ser Gly Arg 
685 

Gly Ala Gly Gly 

Leu His Tyr Val 
720 



<210> 61 
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<211> 1483 
<212> DNA 

<213> Candida albicans 



<400> 61 



gtagtttgtg 


aagaaattga 


aacaategga 


aaacaacaat 


atcaaactga 


tgcccaataa 


60 


cactgtatgt 


acctagatgg 


attaccaaga 


tctactacat 


aaaataataa 


aggagttcca 


12 0 


ctcactcaaa 


gagttcaaac 


catgggatag 


cagtgttttg 


tatgagacgt 


tactacgatc 


1 O rt 

loU 


agtattaact 


actttgatcg 


aacttttggg 


catagacaat 


ccacccagtt 


atctacacct 


2 4 0 


caccaccaac 


aatgatagta 


taggtgatct 


gaaaataaaa 


tactatggaa 


atgcattaag 


3 00 


caagtcaatc 


aacggtcata 


gcatgttgca 


atatcttgaa 


tcaaagcatg 


tatcgatatt 


3 60 


acaggccgtg 


gttgagatta 


ttaatacgcg 


atcatataga 


atcaaagagt 


ettattctge 


4 2 0 


tgttttcaaa 


gacgtttctc 


atttatttga 


aaaactacta 


aaggaaagat 


atgaagctga 


A O f\ 

4oO 


atctaatcta 


gaggattata 


tattgeagtg 


cttgatgtac 


gagacccaat 


t t tac caagg 


C A f\ 


aanngt tgat 


aatgttttaa 


ctgccgatga 


caccgaaaaa 


ttggctagtt 


t t ttggggac 


buu 


acgac tatc t 


gaagaagat t 


cga tgt t tag 


c t a t aggga t 


atagat tatc 


cactagagt t 


boU 


aaacat taa t 


aatgaat etc 


t tgaaaagat 


-.i--,!--,-,— .-.4-4- 

acacaaaacc 


ttc t taggag 


t cat tggcac 


/ U 


caaaagacuc 


gat at caagg 


aggt tgcgtc 


cgccgc tgtL 


ggugegcaca 


aacgacacca 


/ o u 


gagaatagat 


cattttgaaa 


agttggattc 


agatgagatt 


ttgggaaagt 


ttttcagaaa 


840 


tatattgcca 


caactgttcc 


agagtgtgac 


aaataaggtt 


ttccgggaat 


ttcacaaaga 


900 


ggtagatgac 


ccaccatcgg 


aegtgetaga 


ccagctagat 


aatattgttg 


atgactttat 


960 


tgcggttgga 


attgaagggg 


tagatttggg 


ctttccggct 


ttgttcagac 


actacataaa 


1020 


attcatgaac 


gaaatttttc 


ccactgtggt 


egaggatget 


gaecgegatt 


ttgttgcaag 


1080 


aattaatagt 


ttaattgetc 


aagtcttgga 


gtttaaagac 


gatgaaaaat 


cctgtgatat 


1140 


caatcaagtg 


gtatctgaat 


ttgtttcatt 


acaaagtttg 


ctacttaaga 


ataactatct 


1200 


ttcaccatct 


acattattga 


tgcgtgcaag 


tactcacgat 


tactataaaa 


atttacagat 


1260 


cgtgaaaata 


acctttgatg 


gatggaatga 


gaattcaaag 


aggatattga 


aattggagaa 


1320 


cagcggcttt 


ttacaaagca 


agacattgee 


aaagtattta 


aaattatggt 


actcaaaaag 


1380 


tatgaagttg 


aatgaattat 


gtaaccgggt 


a gatgaattt 


tataatggag 


aactttgtcg 


1440 
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gaaagtttgg cattgttgga gggcacaaca aagatgtcta taa 1483 

<210> 62 
<211> 468 
<212> PRT 

<213> Candida albicans 
<400> 62 

Met Asp Tyr Gin Asp Leu Leu His Lys lie lie Lys Glu Phe His Ser 
15 10 15 

Leu Lys Glu Phe Lys Pro Trp Asp Ser Ser Val Leu Tyr Glu Thr Leu 
20 25 30 

Leu Arg Ser Val Leu Thr Thr Leu lie Glu Leu Leu Gly lie Asp Asn 
35 40 45 

Pro Pro Ser Tyr Leu His Leu Thr Thr Asn Asn Asp Ser lie Gly Asp 
50 55 60 

Leu Lys lie Lys Tyr Tyr Gly Asn Ala Leu Ser Lys Ser Tie Asn Gly 
65 70 75 80 

His Ser Met Leu Gin Tyr Leu Glu Ser Lys His Val Ser lie Leu Gin 
85 90 95 



Ala Val Val Glu lie lie Asn Thr Arg Ser Tyr Arg lie Lys Glu Ser 
100 105 110 
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Tyr Ser Ala Val 
115 

Lys Glu Arg Tyr 
130 

Cys Leu Met Tyr 
145 

Leu Thr Ala Asp 

Leu Ser Glu Glu 
180 

Leu Glu Leu Asn 
195 

Phe Leu Gly Val 
210 

Ser Ala Val Val 
225 

Glu Lys Leu Asp 
Leu Pro Gin Ser 



Phe Lys Asp Val 
120 

Glu Ala Glu Ser 
135 

Glu Thr Gin Phe 
150 

Asp Thr Glu Lys 
165 

Asp Ser Met Phe 

lie Asn Asn Glu 
200 

lie Gly Thr Lys 
215 

Gly Val Tyr Lys 
230 

Ser Asp Glu lie 
245 

Phe Gin Ser Val 



Ser His Leu Phe 

Asn Leu Glu Asp 
140 

Tyr Gin Gly lie 
155 

Leu Ala Ser Phe 
170 

Ser Tyr Arg Asp 
185 

Ser Leu Glu Lys 

Arg Phe Asp lie 
220 

Arg His Gin Arg 
235 

Leu Gly Lys Phe 
250 

Thr Asn Lys Val 



Glu Lys Leu Leu 
125 

Tyr lie Leu Gin 

Val Asp Asn Val 
160 

Leu Gly Thr Arg 
175 

lie Asp Tyr Pro 
190 

lie Tyr Lys lie 
205 

Lys Glu Val Ala 

lie Asp Hi s Phe 
240 

Phe Arg Asn lie 
255 

Phe Arg Glu Phe 
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260 

His Lys Glu Val 
275 

Asn lie Val Asp 
290 

Gly Phe Pro Ala 
305 

Phe Pro Thr Val 

Asn Ser Leu lie 
340 

Cys Asp lie Asn 
355 

Leu Leu Lys Asn 
370 

Ser Thr His Asp 
385 

Asp Gly Trp Asn 



Asp Asp Pro Pro 
280 

Asp Phe lie Ala 
295 

Leu Phe Arg His 
310 

Val Glu Asp Ala 
325 

Ala Gin Val Leu 

Gin Val Val Ser 
360 

Asn Tyr Leu Ser 
375 

Tyr Tyr Lys Asn 
390 

Glu Asn Ser Lys 
405 



265 

Ser Asp Val Leu 

Val Gly He Glu 
300 

Tyr He Lys Phe 
315 

Asp Arg Asp Phe 
330 

Glu Phe Lys Asp 
345 

Glu Phe Val Ser 

Pro Ser Thr Leu 
380 

Leu Gin He Val 
395 

Arg He Leu Lys 
410 



270 

Asp Gin Leu Asp 
285 

Gly Val Asp Leu 

Met Asn Glu He 
320 

Val Ala Arg He 
335 

Asp Glu Lys Ser 
350 

Leu Gin Ser Leu 
365 

Leu Met Arg Ala 

Lys He Thr Phe 
400 

Leu Glu Asn Ser 
415 
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Gly Phe Leu Gin 
420 

Ser Lys Ser Met 
435 

Tyr Asn Gly Glu 
450 

Gin Arg Cys Leu 
465 



Ser Lys Thr Leu 

Lys Leu Asn Glu 
440 

Leu Cys Arg Lys 
455 



Pro Lys Tyr Leu 
425 

Leu Cys Asn Arg 

Val Trp His Cys 
460 



Lys Leu Trp Tyr 
430 

Val Asp Glu Phe 
445 

Trp Arg Ala Gin 



<210> 63 
<211> 715 
<212> DNA 

<213> Candida albicans 
<400> 63 

tgtttggttg taatagtatt tctatattac 
ggtacaaaat tgttgccaaa attttataaa 
atatattgtt tttcatcaca acagttcata 
gataccagtt aattgttgat ttctctgtta 
tatcgaatca aaatgtcgct cataatgtgc 
tcatactcat cttaaatttt ttttagtgat 
ttctagttat caacctatca aatacacctc 
atttaaatca aaaaagaaat ttatagatcg 
tgcattaacc catagggcta gattaagaaa 



atttcacttt tgaagacaaa agaattttta 60 
aaattgtcaa atgaaaagaa gtatttccaa 120 
tcgccataga ccatttttaa tcttaaggtt 180 
tagaccctgt ctaaatctgt ctatttctgg 240 
atgtcgcaaa gatgtcgtaa agttttgatt 300 
tggcattttg ttctttcaca tagtttttat 360 
cacaacaatg catccaaata ataaaaattc 420 
tcgagaagcc aagtctcaag atataaaacg 4 80 
gaactatttc aaactattag aaaaagaagg 54 0 
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gttacaagag gagaggaagc ctgaagatga 
aataaatttt gaagaacgtg cagccattgt 
caaactagca agtgtacaag caaaattgga 

<210> 64 
<211> 106 
<212> PRT 

<213> Candida albicans 



gaacgatata agaccaacca agaagaaggg 600 
gaaacaacgt aaagaggaaa aacgtaaatt 660 
aaagattgaa tctaattcga aagaa 715 



<400> 64 

Met His Pro Asn Asn Lys Asn Ser Phe Lys Ser Lys Lys Lys Phe lie 
15 10 15 

Asp Arg Arg Glu Ala Lys Ser Gin Asp He Lys Arg Ala Leu Thr His 
20 25 30 

Arg Ala Arg Leu Arg Lys Asn Tyr Phe Lys Leu Leu Glu Lys Glu Gly 
35 40 45 



Leu Gin Glu Glu Arg Lys Pro Glu Asp Glu Asn Asp He Arg Pro Thr 
50 55 60 

Lys Lys Lys Gly He Asn Phe Glu Glu Arg Ala Ala He Val Lys Gin 

65 70 75 80 



Arg Lys Glu Glu Lys Arg Lys Phe Lys Leu Ala Ser Val Gin Ala Lys 
85 90 95 
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Leu Glu Lys lie Glu Ser Asn Ser Lys Glu 
100 105 



<210> 65 
<211> 147 
<212> DNA 

<213> Candida albicans 
<400> 65 

atgaagattt caccagagac agtaaataaa ctacaactgg atgcatcgtg tataagaaac 60 
atctgtattt tagcacatgt cgaccacggt aaaacctcat tgagtgactc attattagcc 120 
accaatggaa tcatttccca acgtatg 147 

<210> 66 
<211> 49 
<212> PRT 

<213> Candida albicans 
<400> 66 

Met Lys lie Ser Pro Glu Thr Val Asn Lys Leu Gin Ser Asp Ala Ser 
15 10 15 

Cys lie Arg Asn lie Cys lie Leu Ala His Val Asp His Gly Lys Thr 
20 25 30 



Ser Leu Ser Asp Ser Leu Leu Ala Thr Asn Gly lie lie Ser Gin Arg 
35 40 45 
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Met 



<210> 67 
<211> 3393 
<212> DNA 

<213> Candida albicans 



<400> 67 



gtcatgcgat 


tgcaacaagg 


atcacaagaa 


attgattcac 


ctgggcatat 


tgacttttcg 


gatggtgcag 


ttgttttggt 


cgatgtcgtc 


ctacgccaat 


gttggattga 


taagttgaag 


ttaatcacag 


aatggaaatt 


gtctcccttg 


gaacaagtaa 


actctgtgat 


tgggtcattt 


aattggcgtg 


aggctggttc 


tgtcggggag 


ttcacacctg 


aaaagaataa 


tgtaatattt 


gtcaatacat 


ttgccaaaat 


atacctgaaa 


aaaactctct 


ggggagactt 


ttacttggat 


aaattgaaaa 


ataatagtaa 


cagtttgaag 


gtttgggctg 


tttatgaaaa 


ctgtgttatt 


attgagaaat 


taggggccaa 


aatcacccct 


ttgctaaact 


tgattatgtc 


tcagtggatt 


attgaatact 


tgccaagccc 


cattgttgct 


gaaacgattt 


atagtgcagt 


ggattcagaa 


tttgtcaagg 


cgatgcagga 


atgtgatagt 


gtatcaaaat 


tgttgtcaat 


ccccaatgaa 



ccagaagttc 


acgaacattt 


gattaatctg 


60 


tctgaagtga 


gtacttcttc 


gagattatgt 


120 


gaaggtgtct 


gctcacaaac 


agtcaacgtt 


180 


ccattactag 


ttattaacaa 


aattgatagg 


240 


gaggcatacc 


aacacatttc 


cagaattata 


300 


tttgctggtg 


atagactaga 


agatgacttg 


360 


tttatcgaga 


agagtgatga 


agacttgtat 


420 


gcctcggcaa 


tagatggatg 


ggcattttca 


480 


aaattagggt 


tctctcaaca 


agcattgtca 


540 


atgaaaaata 


aaaaaatcat 


ccctggtaaa 


600 


ccattatttg 


tttcgttgat 


tttggaccag 


660 


gaaagaaatc 


aagacaagtt 


ggaaaaaatc 


720 


cgtgatttgc 


gatccaaaga 


ttacaagaac 


780 


cctttgagtc 


atgccatatt 


ggggtcagtg 


840 


cagcgtgaaa 


gaatagacaa 


gattttggat 


900 


ctggataaat 


ccaaactagt 


cgacccttca 


960 


tcacacccgg 


aaacccatac 


aatagcatat 


1020 


gacttaccca 


aagctagtaa 


tgccgctact 


1080 



ggaggattga cggccgatga aatccaagaa 
aaggcatctg aagcagctgc tttggcacaa 
attaaaccca agaaagatcc atttgaatgg 
gaagatgaga gcgatgcaaa cgcagttgaa 
cgtatttatt ctggatcgtt atctagaggc 
gacccttcat tacctagaga ccatcaaacc 
attaaagact tgtttttaat catgggacga 
gtaatattgt tggggttgtt ggattggata 
caccgttacc tgaagataaa ccatacatta 
ataaaccaat tatgaaaata gcagttgaac 
aacgaggatt agatttattg gccaaagccg 
agtcaggtga attgattgtt tgtgttgctg 
atttagaaga gagattcgct aagggttgtg 
tcagagaggg gttggcagat gacaaaatca 
atgaagatca tgaattagat gaaaacgaag 
ctccgttgcc attagaagtg actcagtttt 
ttgtcaacaa caagcaagat actcatgaaa 
ctattattga taattctaat ttggctacac 
atataatttg ctttggacct aaacgtgttg 
taaacaaatt tagacatcta cttggtgaat 
ataatgtgtt caatggggtt caattggtat 
tgcaaggtat tattgttaga cttaagaagg 
tagtcaaccc tggtaaaata atcacacaga 
aaaaatcacc acgcttgtac cttgcaatgt 
tgttgggtaa agtatatgct gttgttcaac 
tgaaagaagg tactccgttc tttactattg 
ggttttccga ggatattaga aagaagacat 
atgggtatga tatgttagat atcgatccat 
aagaattggg tgaatttgca gaaagagaaa 
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cgaggaagaa 


ttgctcgaga 


attagccaaa 


1140 


gaaggttcca 


aaaatgaaga 


tgagtttgcc 


1200 


gaatttgagg 


aggacgattt 


tgagaatgag 


1260 


gaatcaactg 


aaaccatagt 


gggtttcact 


1320 


caaaagctca 


cggtaattgg 


acccaaatac 


1380 


aactttgaac 


aaataaccaa 


tgaagttgaa 


1440 


gaattagtga 


gaatggaaaa 


agtcctgcgg 


1500 


acgccgtgct 


taagaatgcc 


acaatttgct 


1560 


atttagcttc 


aacatcaacc 


ttgatccaca 


1620 


caacaaaccc 


aataaaacta 


gcaaaattgg 


1680 


acccggtttt 


ggaatggtat 


gtcgacgacg 


1740 


gagaattgca 


tctagaacga 


tgcttgaaag 


1800 


aagttaccgt 


caaagagcca 


gtcattccct 


1860 


gtaccaacac 


caataataac 


aacgacgaca 


1920 


atgagcttgc 


tgatttagag 


tttgatattt 


1980 


taattgagaa 


tgaaacgatt 


attgccgaaa 


2040 


ttagaaacga 


ttttattgaa 


aaatttgcca 


2100 


aatttccaga 


caccaagtct 


tttatcaaca 


2160 


ggcctaatat 


tttcattgaa 


gattatgggt 


2220 


ctgccactga 


atctcgattt 


gtttatgaga 


2280 


tcaatggggg 


tccgttagca 


tcagagccaa 


2340 


cagaaaaaag 


agaagttgac 


gaggataaaa 


2400 


ctcgtgactt 


gatttacaag 


cggtttttgc 


2460 


^ m 4— /—* 4— /™r ^ 
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2520 


gacgcgaagg 


gtcaatcata 


tcagaagaaa 


2580 


tggcaagaat 


ccctgtgatt 


gaggcatttg 


2640 


ccggggcagc 


tagtcctcaa 


ttagtttttg 


2700 


tttgggttcc 


acatactgaa 


gaagaattag 


2760 


atgttgctag 


aagatatatg 


aataatatca 


2820 
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gaagaagaaa 


agggttattt 


gttgatgaga 


aagtcgtcaa 


aaatgctgaa 


aagcaaagaa 


2880 


ctttgaaaag 


agattagatt 


atccagtaaa 


acaggcaata 


tgtgtgaaat 


tgttacagaa 


2940 


aagacagata 


cgatgtggcc 


attatttgtt 


taatattcaa 


caacaagtaa 


atgtattgat 


3000 


atagatgtat 


aatatagtca 


aatgttgaga 


ctatccgaat 


agacatagac 


acacaactca 


3060 


gcctgtcagg 


gctgtttatt 


aagttgtgat 


gtatactaaa 


atccatccac 


acttctegta 


3120 


attgtaggga 


agaattacaa 


aaaagatcac 


ataaaaataa 


taattctatc 


acactttgaa 


3180 


aatttgattg 


aaggtgttac 


tagtattgtt 


tcaacattac 


tcttttcaaa 


caacgagatc 


3240 


caaatactgc 


acaatcttca 


aacgaacgga 


gttacatcac 


tatagttttc 


tattgttgta 


3300 


agatcaatac 


agacaaaaag 


aaagtgtagc 


ataaataatt 


gattgeaatt 


tgecaaacta 


3360 


gaaaacaaag 


aggaaaaaaa 


gaaaaaaatt 


tea 






3393 



<210> 68 
<211> 497 
<212> PRT 

<213> Candida albicans 
<400> 68 

Val Met Arg Leu Gin Gin Gly Ser Gin Glu Pro Glu Val His Glu His 
15 10 15 

Leu lie Asn Ser lie Asp Ser Pro Gly His lie Asp Phe Ser Ser Glu 



20 



25 



30 



Val Ser Thr Ser Ser Arg Leu Cys Asp Gly Ala Val Val Leu Val Asp 



35 



40 



45 



Val Val Glu Gly Val Cys Ser Gin Thr Val Asn Val Leu Arg Gin Cys 



50 



55 



60 
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Trp lie Asp Lys 
65 

Leu lie Thr Glu 

Ser Arg lie lie 
100 

Gly Asp Arg Leu 
115 

Gly Glu Phe lie 
130 

Lys Asn Asn Val 
145 

Val Asn Thr Phe 

Gin Ala Leu Ser 
180 

Asn Lys Lys lie 
195 

Leu Lys Pro Leu 



Leu Lys Pro Leu 
70 

Trp Lys Leu Ser 
85 

Glu Gin Val Asn 

Glu Asp Asp Leu 
120 

Glu Lys Ser Asp 
135 

lie Phe Ala Ser 
150 

Ala Lys lie Tyr 
165 

Lys Thr Leu Trp 

lie Pro Gly Lys 
200 

Phe Val Ser Leu 



Leu Val lie Asn 
75 

Pro Leu Glu Ala 
90 

Ser Val lie Gly 
105 

Asn Trp Arg Glu 

Glu Asp Leu Tyr 
140 

Ala lie Asp Gly 
155 

Ser Lys Lys Leu 
170 

Gly Asp Phe Tyr 
185 

Lys Leu Lys As n 
lie Leu Asp Gin 



Lys lie Asp Arg 
80 

Tyr Gin His lie 
95 

Ser Phe Phe Ala 
110 

Ala Gly Ser Val 
125 

Phe Thr Pro Glu 

Trp Ala Phe Ser 
160 

Gly Phe Ser Gin 
175 

Leu Asp Met Lys 
190 

Asn Ser Asn Ser 
205 

Val Trp Ala Val 



* • 
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210 

Tyr Glu Asn Cys 
225 

lie Glu Lys Leu 

Asp Tyr Lys Asn 
260 

Ser His Ala lie 
275 

Val Ala Gin Arg 
290 

Ser Ala Val Asp 
305 

Phe Val Lys Ala 

Thr lie Ala Tyr 
340 

Pro Lys Ala Ser 
355 



215 

Val lie Glu Arg 
230 

Gly Ala Lys lie 
245 

Leu Leu Asn Leu 

Leu Gly Ser Val 
280 

Glu Arg lie Asp 
295 

Ser Glu Ser Asp 
310 

Met Gin Glu Cys 
325 

Val Ser Lys Leu 

Asn Ala Ala Thr 
360 



220 

Asn Gin Asp Lys 
235 

Thr Pro Arg Asp 
250 

lie Met Ser Gin 
265 

lie Glu Tyr Leu 

Lys lie Leu Asp 
300 

Lys Ser Lys Leu 
315 

Asp Ser Ser His 
330 

Leu Ser lie Pro 
345 

Gly Gly Leu Thr 



Leu Glu Lys lie 
240 

Leu Arg Ser Lys 
255 

Trp lie Pro Leu 
270 

Pro Ser Pro lie 
285 

Glu Thr lie Tyr 

Val Asp Pro Ser 
320 

Pro Glu Thr His 
335 

Asn Glu Asp Leu 
350 

Ala Asp Glu lie 
365 
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Gin Glu Arg Gly 
370 

Ala Ala Ala Leu 
385 

lie Lys Pro Lys 

Phe Glu Asn Glu 
420 

Thr Glu Thr lie 
435 

Arg Gly Gin Lys 
450 

Pro Arg Asp His 
465 

lie Lys Asp Leu 



Arg lie Ala Arg 
375 

Ala Gin Glu Gly 
390 

Lys Asp Pro Phe 
405 

Glu Asp Glu Ser 

Val Gly Phe Thr 
440 

Leu Thr Val lie 
455 

Gin Thr Asn Phe 
470 

Phe Leu lie Met 
485 



Glu Leu Ala Lys 
380 

Ser Lys Asn Glu 
395 

Glu Trp Glu Phe 
410 

Asp Ala Asn Ala 
425 

Arg lie Tyr Ser 

Gly Pro Lys Tyr 
460 

Glu Gin lie Thr 
475 

Gly Arg Glu Leu 
490 



Lys Ala Ser Glu 

Asp Glu Phe Ala 
400 

Glu Glu Asp Asp 
415 

Val Glu Glu Ser 
430 

Gly Ser Leu Ser 
445 

Asp Pro Ser Leu 

Asn Glu Val Glu 
480 

Val Arg Met Glu 
495 



Lys 
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<210> 69 
<211> 467 
<212> PRT 
<213> Candida a 

<400> 69 
Pro Ala Gly Asn 
1 

Lys Asn Ala Thr 
20 

Asn Leu Ala Ser 
35 

lie Ala Val Glu 
50 

Gly Leu Asp Leu 
65 

Asp Asp Glu Ser 

Leu Glu Arg Cys 
100 



bicans 

lie Val Gly Val 
5 

lie Cys Ser Pro 

Thr Ser Thr Leu 
40 

Pro Thr Asn Pro 
55 

Leu Ala Lys Ala 
70 

Gly Glu Leu lie 
85 

Leu Lys Asp Leu 



Val Gly Leu Asp 
10 

Leu Pro Glu Asp 
25 

lie His Asn Lys 

lie Lys Leu Ala 
60 

Asp Pro Val Leu 
75 

Val Cys Val Ala 
90 

Glu Glu Arg Phe 
105 



Asn Ala Val Leu 
15 

Lys Pro Tyr lie 
30 

Pro lie Met Lys 
45 

Lys Leu Glu Arg 

Glu Trp Tyr Val 
80 

Gly Glu Leu His 
95 

Ala Lys Gly Cys 
110 



Glu Val Thr Val Lys Glu Pro Val lie Pro Phe Arg Glu Gly Leu Ala 
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115 

Asp Asp Lys lie 
130 

Asp His Glu Leu 
145 

Asp lie Ser Pro 

Glu Thr lie lie 
180 

lie Arg Asn Asp 
195 

Asn Leu Ala Thr 
210 

lie Cys Phe Gly 
225 

Tyr Gly Leu Asn 

Ser Arg Phe Val 
260 



120 

Ser Thr Asn Thr 
135 

Asp Glu Asn Glu 
150 

Leu Pro Leu Glu 
165 

Ala Glu lie Val 

Phe lie Glu Lys 
200 

Gin Phe Pro Asp 
215 

Pro Lys Arg Val 
230 

Lys Phe Arg His 
245 

Tyr Glu Asn Asn 



Asn Asn Asn Asn 
140 

Asp Glu Leu Ala 
155 

Val Thr Gin Phe 
170 

Asn Asn Lys Gin 
185 

Phe Ala Thr He 

Thr Lys Ser Phe 
220 

Gly Pro Asn He 
235 

Leu Leu Gly Glu 
250 

Val Phe Asn Gly 
265 



125 

Asp Asp Asn Glu 

Asp Leu Glu Phe 
160 

Leu He Glu Asn 
175 

Asp Thr His Glu 
190 

He Asp Asn Ser 
205 

He Asn Asn He 

Phe He Glu Asp 
240 

Ser Ala Thr Glu 
255 

Val Gin Leu Val 
270 
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Phe Asn Gly Gly 
275 

Arg Leu Lys Lys 
290 

Asn Pro Gly Lys 
305 

Phe Leu Gin Lys 

lie Gin Ala Ala 
340 

Arg Arg Glu Gly 
355 

Phe Phe Thr lie 
370 

Ser Glu Asp lie 
385 

Val Phe Asp Gly 
His Thr Glu Glu 



Pro Leu Ala Ser 
280 

Ala Glu Lys Arg 
295 

lie lie Thr Gin 
310 

Ser Pro Arg Leu 
325 

Ala Glu Val Leu 

Ser lie lie Ser 
360 

Val Ala Arg He 
375 

Arg Lys Lys Thr 
390 

Tyr Asp Met Leu 
405 

Glu Leu Glu Glu 



Glu Pro Met Gin 

Glu Val Asp Glu 
300 

Thr Arg Asp Leu 
315 

Tyr Leu Ala Met 
330 

Gly Lys Val Tyr 
345 

Glu Glu Met Lys 

Pro Val He Glu 
380 

Ser Gly Ala Ala 
395 

Asp He Asp Pro 
410 

Leu Gly Glu Phe 



Gly He He Val 
285 

Asp Lys He Val 

lie Tyr Lys Arg 
320 

Tyr Thr Cys Glu 
335 

Ala Val Val Gin 
350 

Glu Gly Thr Pro 
365 

Ala Phe Gly Phe 

Ser Pro Gin Leu 
400 

Phe Trp Val Pro 
415 

Ala Glu Arg Glu 




192 

420 425 430 

Asn Val Ala Arg Arg Tyr Met Asn Asn lie Arg Arg Arg Lys Gly Leu 
435 440 445 

Phe Val Asp Glu Lys Val Val Lys Asn Ala Glu Lys Gin Arg Thr Leu 
450 455 460 

Lys Arg Asp 
465 



<210> 70 
<211> 1340 
<212> DNA 

<213> Candida albicans 



<400> 70 




atgtgtgacg 


tcgtattagg 


ttattatgtg 


atgatatcga 


acgattgttg 


ttggtaaagt 


cctaaatgtc 


aaaacttagt 


gaattggaaa 


acttggaagc 


agagctcatt 


tggtctttga 


tcaaccaata 


agaaatcaat 


aaggcaagta 


gatcaggtat 


gaagaattca 


aaactagata 


tttgaatatg 


atcctaagga 


ccattcgtcg 


tcgactccgt 



atctcaatgg ggggatgaag 
tgtttgtgcc aggtgtcaag 
caagtatgac ttccacatgt 
tggatctggt gttgttatcc 
aaaagggtta gattgtcgtg 
cttccatcaa cgtactgata 
aggtactacc ggtaaaggta 
cagagtccac catttagtca 
tttgagatta gtcgagagta 
agaattggca agatttgaaa 
caacttcatg cacgaagcta 



gtaaaggtaa attagtcgat 6 0 
gtggtaacaa tgctggccac 12 0 
taccttctgg tttggtcaat 180 
acgttccttc cttctttgct 240 
atagattgtt tgtttcatct 300 
aattgaaaga agctgaatta 3 60 
ttggtccaac ttactcaacc 420 
accctgatcc agaagcttgg 4 80 
gacaaaaaag atacggtgaa 54 0 
aataccgtga aaccttgaga 600 
ttgctgccaa taaaaaaatc 660 
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ttggttgaag 


gtgctaatgc 


gttaatgttg 


gatattgatt 


tcggtactta 


tccatacgtc 


720 


acttcttcat 


caactggtat 


tggtggtgtt 


ttgactgggt 


tgggtattcc 


tccaagaacc 


780 


atcagaaatg 


tctatggtgt 


tgttaaagcc 


tacaccacta 


gagttggtga 


gggtccattc 


840 


ccaacagaac 


aattgaacaa 


ggtaggtgaa 


actttgcaag 


atgttggtgc 


cgaatatggt 


900 


gttactactg 


gaagaaaaag 


aagatgtggt 


tggttggatt 


tggttgtgtt 


gaaatattcc 


960 


aacctgatca 


acggatacac 


ttctttgaac 


atcaccaaat 


tggatgtttt 


ggataaattc 


1020 


aaggaaattg 


aagttggtgt 


tgcttataaa 


ttgaatggaa 


aagagttgcc 


aagtttccct 


1080 


gaagatttga 


ttgatttagc 


taaagtcgag 


gttgtgtata 


agaaattccc 


aggttgggaa 


1140 


caagatatca 


ccggtatcaa 


gaaatatgaa 


gacttgccag 


aaaacgctaa 


gaactatctt 


1200 


aaattcattg 


aagattactt 


gcaagttcca 


atccaatggg 


taggtaccgg 


tccagctaga 


1260 


gattctatgt 


tagaaaagaa 


gatttagttg 


tacacatgct 


acggaagacg 


attagatttg 


1320 


ttttattaga 


ttaataacct 










1340 



<210> 71 
<211> 428 
<212> PRT 

<213> Candida albicans 
<400> 71 

Met Cys Asp Val Val Leu Gly Ser Gin Trp Gly Asp Glu Gly Lys Gly 
15 10 15 

Lys Leu Val Asp Leu Leu Cys Asp Asp lie Asp Val Cys Ala Arg Cys 



20 



25 



30 



Gin Gly Gly Asn Asn Ala Gly His Thr lie Val Val Gly Lys Val Lys 



35 



40 



45 



Tyr Asp Phe His 
50 

Asn Leu Val Gly 
65 

Glu Leu Glu Asn 

Phe Val Ser Ser 
100 

Asp Lys Leu Lys 
115 

Thr Thr Gly Lys 
130 

Ser Gly lie Arg 
145 

Glu Glu Phe Lys 

Arg Tyr Gly Glu 
180 

Glu Lys Tyr Arg 
195 




Met Leu Pro Ser 
55 

Ser Gly Val Val 
70 

Leu Glu Ala Lys 
85 

Arg Ala His Leu 

Glu Ala Glu Leu 
120 

Gly lie . Gly Pro 
135 

Val His His Leu 
150 

Thr Arg Tyr Leu 
165 

Phe Glu Tyr Asp 

Glu Thr Leu Arg 
200 
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Gly Leu Val Asn 
60 

lie His Val Pro 
75 

Gly Leu Asp Cys 
90 

Val Phe Asp Phe 
105 

Ser Thr Asn Lys 

Thr Tyr Ser Thr 
140 

Val Asn Pro Asp 
155 

Arg Leu Val Glu 
170 

Pro Lys Glu Glu 
185 

Pro Phe Val Val 




Pro Lys Cys Gin 

Ser Phe Phe Ala 
80 

Arg Asp Arg Leu 
95 

His Gin Arg Thr 
110 

Lys Ser lie Gly 
125 

Lys Ala Ser Arg 

Pro Glu Ala Trp 
160 

Ser Arg Gin Lys 
175 

Leu Ala Arg Phe 
190 

Asp Ser Val Asn 
205 



195 



Phe Met His Glu 
210 

Ala Asn Ala Leu 
225 

Thr Ser Ser Ser 

Pro Pro Arg Thr 
260 

Thr Arg Val Gly 
275 

Gly Glu Thr Leu 
290 

Arg Lys Arg Arg 
305 

Asn Ser lie Asn 

Leu Asp Lys Phe 
340 



Ala lie Ala Ala 
215 

Met Leu Asp lie 
230 

Thr Gly lie Gly 
245 

lie Arg Asn Val 

Glu Gly Pro Phe 
280 

Gin Asp Val Gly 
295 

Cys Gly Trp Leu 
310 

Gly Tyr Thr Ser 
325 

Lys Glu lie Glu 



Asn Lys Lys lie 
220 

Asp Phe Gly Thr 
235 

Gly Val Leu Thr 
250 

Tyr Gly Val Val 
265 

Pro Thr Glu Gin 

Ala Glu Tyr Gly 
300 

Asp Leu Val Val 
315 

Leu Asn lie Thr 
330 

Val Gly Val Ala 
345 



Leu Val Glu Gly 

Tyr Pro Tyr Val 
240 

Gly Leu Gly lie 
255 

Lys Ala Tyr Thr 
270 

Leu Asn Lys Val 
285 

Val Thr Thr Gly 

Leu Lys Tyr Ser 
320 

Lys Leu Asp Val 
335 

Tyr Lys Leu Asn 
350 
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Gly Lys Glu Leu 
355 

Val Glu Val Val 
370 

Gly lie Lys Lys 
385 

Lys Phe lie Glu 

Gly Pro Ala Arg 
420 



Pro Ser Phe Pro 
360 

Tyr Lys Lys Phe 
375 

Tyr Glu Asp Leu 
390 

Asp Tyr Leu Gin 
405 

Asp Ser Met Leu 



Glu Asp Leu lie 

Pro Gly Trp Glu 
380 

Pro Glu Asn Ala 
395 

Val Pro lie Gin 
410 

Glu Lys Lys lie 
425 



Asp Leu Ala Lys 
365 

Gin Asp lie Thr 

Lys Asn Tyr Leu 
400 

Trp Val Gly Thr 
415 



<210> 72 

<211> 1947 

<212> DNA 

<213> Candida albicans 



<400> 72 

atggcttttg atactactgt tcctcaagaa tattatgatg aaaattttat tcctggtact 60 

accaatattt taactggtaa aaccaccatt gatgaatcat catcaataac tactcaaaaa 120 

tcattaaaac gagatcccaa aactggatta gtgttaatgc ctcaaccgac atcatcacct 180 

aatgatccat taaattggtc tccatttcgt aaatttgctc aattgacatt attatcattt 240 

ataacggcat taacggcagc aacttcaaat gatgctggtg ctactcaaga ttcattgaat 300 

aaaatatatg gtatttctta tgattcaatg aatactggtg ctggggtatt atttatattt 3 60 

attggatggt catgtatgtt tttcgcacca gcttcttcat tatatggacg aagaataact 420 
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tatattattt gtttattggc aggaacttta 
actgccgata ctatttggtc acaagcattt 
caagttcaac aatcattaac tgatttattt 
atttatattt ctgctacttc aataggtact 
gctcaagctc aaactttccg gtgggtcggt 
ttgatagtaa tcattttcgg ttgtgaagaa 
gtattagaat ctgaaaatgt tactcaaatt 
aacccactta caaataatat cattcctcac 
tctcatgaat atatcactgc aaacaataat 
actttaaatg aaaagaaaaa atcttattgg 
tatttacaag gtttaggatt taaacaatat 
ttcacattac cagcagtttg gttttccgga 
acattttttt taactactca agacacgtat 
gctggtgtag caattatgaa tgtagctaca 
tctgggttat tttctgatta tcatgttatt 
gaagctgaat atcgattata tttattagtt 
attatgtttg gtgttggtgc cgctagagaa 
ggtttcattg ggtttggttg gggatcaatt 
gcttatcctg atattgtcat tcaaggaatg 
gcttgtattt tcacttttgc ttgttcttat 
tatattgcct tgtcaattat tgattttgct 
tatggtaaaa catttagaag gaaaactaaa 
caagggatgg gataagagag tgagtggtaa 
agaattacta ctatggaaat ccgagtctgt 
ttagagttgt ttttctcctt tgtactttat 
gcattaatat atataaataa aaaaact 



ggttgtgtat 


ggtttgctct 


ttctaaaaga 


480 


gtggggatga 


gtgaagcttg 


tgctgaagct 


540 


ttggctcatg 


aattgggtac 


agcattaaca 


600 


ttattgggtc 


ctttgattgc 


tcaagatatt 


660 


tggtggggtg 


ccattatatg 


tggtgccact 


720 


acagtatttg 


atcgtcaatt 


atataccaaa 


780 


ccagacccat 


cagaagaaaa 


gaaacaagat 


840 


gagaagaaaa 


attcaatgga 


acaagaatta 


900 


gaacatgacg 


ttgttccaat 


tgatcctgaa 


960 


caaagaatag 


caatcattac 


accagcacct 


1020 


ttagaacgtt 


tcattattta 


tttcaaaatt 


1080 


ttattatggg 


ggttacaaga 


tacttatatg 


1140 


ttttataatc 


caccatggaa 


taaatcaaat 


1200 


ttaattggtg 


ctgttattgg 


atgcattgtt 


1260 


tggttagcta 


aacggaataa 


tgggataatg 


1320 


atcactttaa 


tcatttcacc 


cgtagggtta 


1380 


tggccatggc 


aagtgattta 


tgttggatta 


1440 


ggtgatactt 


caatgtctta 


tttaatggat 


1500 


gtgggagtaa 


gtattattaa 


taatactttg 


1560 


tggttagatg 


gatcaggaac 


acaaaacaca 


1620 


accatagcat 


tggttttccc 


ctttttatat 


1680 


agactttatg 


tttcaatggt 


tgaattgact 


1740 


aagaatttta 


ttaatgatac 


atttattatt 


1800 


gtttttttta 


gaagtatatt 


ttagacgtat 


1860 


ttagcatttt 


ataatatatt 


aattcaagtt 


1920 



1947 



<210> 73 



198 



<211> 584 
<212> PRT 

<213> Candida albicans 



<400> 73 

Met Ala Phe Asp Thr Thr Val Pro Gin Glu Tyr Tyr Asp Glu Asn Phe 
1 5 10 15 

He Pro Gly Thr Thr Asn He Leu Thr Gly Lys Thr Thr He Asp Glu 
20 25 30 

Ser Ser Ser He Thr Thr Gin Lys Ser Leu Lys Arg Asp Pro Lys Thr 
35 40 45 

Gly Leu Val Leu Met Pro Gin Pro Thr Ser Ser Pro Asn Asp Pro Leu 
50 55 60 

Asn Trp Ser Pro Phe Arg Lys Phe Ala Gin Leu Thr Leu Leu Ser Phe 
65 70 75 80 

He Thr Ala Leu Thr Ala Ala Thr Ser Asn Asp Ala Gly Ala Thr Gin 
85 90 95 

Asp Ser Leu Asn Lys He Tyr Gly He Ser Tyr Asp Ser Met Asn Thr 
100 105 HO 



Gly Ala Gly Val Leu Phe He Phe He Gly Trp Ser Cys Met Phe Phe 
115 120 125 
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Ala Pro Ala Ser 
130 

Leu Leu Ala Gly 
145 

Thr Ala Asp Thr 

Cys Ala Glu Ala 
180 

His Glu Leu Gly 
195 

Gly Thr Leu Leu 
210 

Thr Phe Arg Trp 
225 

Leu lie Val He 

Leu Tyr Thr Lys 
260 



Ser Leu Tyr Gly 
135 

Thr Leu Gly Cys 
150 

He Trp Ser Gin 
165 

Gin Val Gin Gin 

Thr Ala Leu Thr 
200 

Gly Pro Leu He 
215 

Val Gly Trp Trp 
230 

lie Phe Gly Cys 
245 

Val Leu Glu Ser 



Arg Arg He Thr 
140 

Val Trp Phe Ala 
155 

Ala Phe Val Gly 
170 

Ser Leu Thr Asp 
185 

He Tyr He Ser 

Ala Gin Asp lie 
220 

Gly Ala He He 
235 

Glu Glu Thr Val 
250 

Glu Asn Val Thr 
265 



Tyr He He Cys 

Leu Ser Lys Arg 
160 

Met Ser Glu Ala 
175 

Leu Phe Leu Ala 
190 

Ala Thr Ser lie 
205. 

Ala Gin Ala Gin 

Cys Gly Ala Thr 
240 

Phe Asp Arg Gin 
255 

Gin He Pro Asp 
270 



Pro Ser Glu Glu Lys Lys Gin Asp Asn Pro Leu Thr Asn Asn lie lie 
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275 

Pro His Glu Lys 
290 

lie Thr Ala Asn 
305 

Thr Leu Asn Glu 

Thr Pro Ala Pro 
340 

Arg Phe lie lie 
355 

Ser Gly Leu Leu 
370 

Thr Thr Gin Asp 
385 

Ala Gly Val Ala 

Gly Cys lie Val 
420 



280 

Lys Asn Ser Met 
295 

Asn Asn Glu His 
310 

Lys Lys Lys Ser 
325 

Tyr Leu Gin Gly 

Tyr Phe Lys lie 
360 

Trp Gly Leu Gin 
375 

Thr Tyr Phe Tyr 
390 

lie Met Asn Val 
405 

Ser Gly Leu Phe 



Glu Gin Glu Leu 
300 

Asp Val Val Pro 
315 

Tyr Trp Gin Arg 
330 

Leu Gly Phe Lys 
345 

Phe Thr Leu Pro 

Asp Thr Tyr Met 
380 

Asn Pro Pro Trp 
395 

Ala Thr Leu lie 
410 

Ser Asp Tyr His 
425 



285 

Ser His Glu Tyr 

lie Asp Pro Glu 
320 

lie Ala lie lie 
335 

Gin Tyr Leu Glu 
350 

Ala Val Trp Phe 
365 

Thr Phe Phe Leu 

Asn Lys Ser Asn 
400 

Gly Ala Val lie 
415 

Val lie Trp Leu 
430 
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Ala Lys Arg Asn 
435 

Leu Val lie Thr 
450 

Val Gly Ala Ala 
465 

Gly Phe lie Gly 

Tyr Leu Met Asp 
500 

Val Ser lie lie 
515 

Ser Tyr Trp Leu 
530 

Ser lie lie Asp 
545 

Tyr Gly Lys Thr 



Asn Gly He Met 
440 

Leu He He Ser 
455 

Arg Glu Trp Pro 
470 

Phe Gly Trp Gly 
485 

Ala Tyr Pro Asp 

Asn Asn Thr Leu 
520 

Asp Gly Ser Gly 
535 

Phe Ala Thr He 
550 

Phe Arg Arg Lys 
565 



Glu Ala Glu Tyr 

Pro Val Gly Leu 
460 

Trp Gin Val He 
475 

Ser He Gly Asp 
490 

He Val He Gin 
505 

Ala Cys He Phe 

Thr Gin Asn Thr 
540 

Ala Leu Val Phe 
555 

Thr Lys Arg Leu 
570 



Arg Leu Tyr Leu 
445 

He Met Phe Gly 

Tyr Val Gly Leu 
480 

Thr Ser Met Ser 
495 

Gly Met Val Gly 
510 

Thr Phe Ala Cys 
525 

Tyr He Ala Leu 

Pro Phe Leu Tyr 
560 

Tyr Val Ser Met 
575 



Val Glu Leu Thr Gin Gly Met Gly 
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580 

<210> 74 
<211> 1018 
<212> DNA 

<213> Candida albicans 



<400> 74 



a. L.y ciy i— yy^L 


cty ^ l. d d l> L, ^ 


/~>ni~ 1~ t~ C r- ci 
uy i— l> L-^^cicLy 


raaat*aaata 

V— • clcl a *~y " y 


tcgataccga 


catcatcacg 


60 


L. L- y d i_. y U. L- 


L- LdL L, I— I— Cl V_ CI 


ciy ci. c*. o.y clci 




Vm* CL ^ * C4 ^* 


caataaatta 

*-yy t-y ciy u uy 


120 


tcgttgttgt 


tgaatgcgct 


tcaatttgca 


ttcaagttta 


ttgcccacaa 


tatcagaaga 


180 


gctgagttgg 


tcaaccttat 


tggtgtttct 


ggctctgcca 


actctaccgg 


tgatgttcag 


240 


aagaaattgg 


atgtgattgg 


tgatgagatc 


tttatcaatg 


ccatgagatc 


ttccaacaac 


300 


gtcaaggttt 


tggtttctga 


agagcaagaa 


gaccttattg 


tgttcccagg 


tggtggcaca 


360 


tatgctgttt 


gtactgatcc 


aattgatggg 


tcgtccaata 


tcgatgctgg 


tgtttctgtt 


420 


ggtacgattt 


ttggtgtgta 


caagttgcaa 


gaggggtcta 


ctggtggcat 


cagcgatgtc 


480 


ttgcgtcctg 


gtaaggagat 


ggtcgctgcg 


gggtacacca 


tgtacggtgc 


atctgcccat 


540 


ttggcattga 


ctacaggtca 


cggtgtcaat 


ctttttactt 


tggatactca 


gttgggtgaa 


600 


tttatcttga 


cccatccaaa 


cttgaagttg 


ccagatacta 


agaacatcta 


ctcgttgaat 


660 


gaagggtact 


cgaacaaatt 


cccagaatac 


gttcaagatt 


atctgaagga 


cattaaaaag 


720 


gaagggtaca 


gtttgagata 


cattggactg 


atggttgctg 


atgtccatcg 


tactcttttg 


780 


tatggtggta 


tttttgctta 


ccctacatta 


aagttgagag 


tgttgtatga 


atgtttcccc 


840 


atggccttgt 


tgatggaaca 


agcaggcggt 


tctgctgtca 


ccatcaaggg 


tgagaggatc 


900 


ttggatatct 


tgccaaaagg 


tatacacgac 


aagagttcta 


ttgtgttggg 


atccaagggt 


960 


gaagttgaaa 


agtatttaaa 


gcatgtacca 


aaatagatta 


tgtagaaaat 


ttatgaac 


1018 



<210> 75 
<211> 331 
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<212> PRT 

<213> Candida albicans 
<400> 75 

Met Ser Gly Pro Val Asn Ser Val Ser Lys Gin Met Asn Val Asp Thr 
15 10 15 

Asp lie lie Thr Leu Thr Arg Phe lie Leu Gin Glu Gin Gin Thr Val 
20 25 30 

Ala Pro Thr Ala Thr Gly Glu Leu Ser Leu Leu Leu Asn Ala Leu Gin 
35 40 45 

Phe Ala Phe Lys Phe lie Ala His Asn lie Arg Arg Ala Glu Leu Val 
50 55 60 

Asn Leu lie Gly Val Ser Gly Ser Ala Asn Ser Thr Gly Asp Val Gin 
65 70 75 80 

Lys Lys Leu Asp Val lie Gly Asp Glu lie Phe He Asn Ala Met Arg 
85 90 95 

Ser Ser Asn Asn Val Lys Val Leu Val Ser Glu Glu Gin Glu Asp Leu 
100 105 110 



He Val Phe Pro Gly Gly Gly Thr Tyr Ala Val Cys Thr Asp Pro He 
115 120 125 
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Asp Gly Ser Ser 
130 

Gly Val Tyr Lys 
145 

Leu Arg Pro Gly 

Ala Ser Ala His 
180 

Thr Leu Asp Thr 
195 

Lys Leu Pro Asp 
210 

Asn Lys Phe Pro 
225 

Glu Gly Tyr Ser 

Arg Thr Leu Leu 
260 

Arg Val Leu Tyr 
275 



Asn lie Asp Ala 
135 

Leu Gin Glu Gly 
150 

Lys Glu Met Val 
165 

Leu Ala Leu Thr 

Gin Leu Gly Glu 
200 

Thr Lys Asn lie 
215 

Glu Tyr Val Gin 
230 

Leu Arg Tyr lie 
245 

Tyr Gly Gly lie 

Glu Cys Phe Pro 
280 



Gly Val Ser Val 
140 

Ser Thr Gly Gly 
155 

Ala Ala Gly Tyr 
170 

Thr Gly His Gly 
185 

Phe lie Leu Thr 

Tyr Ser Leu Asn 
220 

Asp Tyr Ser Lys 
235 

Gly Ser Met Val 
250 

Phe Ala Tyr Pro 
265 

Met Ala Leu Leu 



Gly Thr lie Phe 

lie Ser Asp Val 
160 

Thr Met Tyr Gly 
175 

Val Asn Leu Phe 
190 

His Pro Asn Leu 
205 

Glu Gly Tyr Ser 

Asp lie Lys Lys 
240 

Ala Asp Val His 
255 

Thr Leu Lys Leu 
270 

Met Glu Gin Ala 
285 
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Gly Gly Ser Ala Val 
290 

Pro Lys Gly lie His 
305 

Glu Val Glu Lys Tyr 
325 



Thr lie Lys Gly Glu Arg 
295 

Asp Lys Ser Ser lie Val 
310 315 

Leu Lys His Val Pro Lys 
330 



lie Leu Asp lie Leu 
300 

Leu Gly Ser Lys Gly 
320 



<210> 76 
<211> 1686 
<212> DNA 

<213> Candida albicans 
<400> 76 

aattacaatc tggtttgtta ctaccatatc 
ataatggtta aaggattggt tttcattttt 
aattcgatgc gatgcaatga agtttaataa 
aacccatcaa tcattaaatt gaatcaatac 
tatatataac aaaatatcat ggggaagata 
cataatccat tattaaaaga tatttcatcc 
tcatcatcat catcatcatc acaaaagaag 
gaagacgacg aagaaaatgg tggcggtgaa 
attttacaat tggcaaaaga acaacaagat 
aaaccttcat ttgctcaatc atttaaaaat 
gaagatgagt attcagattt .tgaagaagaa 



ccattagtgt tattgtcatt gtagatattg 60 
tgtgtaatga atgagccaaa ataaaaaatc 12 0 
aatttttttt tttctttatt tcttttaatc 180 
ctaccattaa catacttcta tatacatata 240 
acaactagtg atactaaaac aaaacaacgt 3 00 
caaggtggga atttaagaac cgttccaaga 3 60 
aaatcatcaa agaaacaaag acataacgat 420 
ggatttttag atgcttctag ttcaagaaag 4 80 
gaacttgaac aagaagatga aatacaaaat 54 0 
caacaaatag atagtgaaga agaagaagag 600 
gaagaagttg aagagatagt atatgatgaa 660 
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gaagatgcag 



aagttgatcc 



caaagatgca gaattattta ataaatattt 



ccaatccaac 720 



qgtgaagcta 


ataataatga 


tgatgataat 


tcatttcaac 


caacaataaa 


tttagctgat 


780 


aaaatcttag 


ccaaaattca 


agaaaaagaa 


tcccaacaac 


aacaacaaca 


acaaagctct 


840 


ccagataata 


gtaatgaaga 


tgccgtattg 


ttaccaccaa 


aagtcatttt 


agcttatgaa 


900 


aaaattggtc 


aaattttatc 


aacttatact 


catgggaaat 


tacctaaatt 


atttaaaatt 


960 


ttaccaagtt 


taaaaaattg 


gcaagatgta 


ttatacgtga 


caaatccaaa 


tagttggact 


1020 


cctcatgcca 


catatgaagc 


aactaaatta 


tttgtgtcga 


atttatcaag 


taatgaagct 


1080 


acagttttca 


ttgaaactat 


cttgttgcca 


cgattccgtg 


attctattga 


aaattccgat 


1140 


gatcattcat 


taaattatca 


tatttatcga 


gcattaaaaa 


aatcattata 


taaaccagga 


1200 


gcttttttca 


aagggttctt 


gttaccttta 


gtcgatggtt 


attgttctgt 


acgtgaagcc 


1260 


actattgctg 


cttcagtgtt 


aactaaagtt 


tctgtccctg 


ttttacattc 


atcagttgca 


1320 


ttaactcaat 


tattaactag 


agattttaat 


cctgctacaa 


cggttttcat 


fcagagt t t ta 


loon 
IjOU 


attgaaaaaa 


aatatgcttt 


accttatcaa 


actttagatg 


aattagtatt 


ttatttcatg 


1440 


agatttagaa 


atgctactat 


taatcaagat 


gaaaatatgg 


aaaatatgga 


tattgatcaa 


1500 


gaaaaaacca 


ccaaagtcaa 


taatggtcct 


caattaccag 


tggtatggca 


taaagcattc 


1560 


ttatcatttg 


ctactcgtta 


taaaaatgat 


cttactgatg 


atcaaaaaga 


tttcttatta 


1620 


gaaacagtaa 


gacaaagatt 


tcatcctcta 


attggtcctg 


aaattcgtag 


agaattacta 


1680 


agttag 












1686 



<210> 77 
<211> 475 
<212> PRT 

<213> Candida albicans 
<400> 77 

Met Gly Lys lie Thr Thr Ser Asp Thr Lys Thr Lys Gin Arg His Asn 
15 10 15 

Pro Leu Leu Lys Asp lie Ser Ser Gin Gly Gly Asn Leu Arg Thr Val 
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20 25 * 30 

Pro Arg Ser Ser Ser Ser Ser Ser Ser Gin Lys Lys Lys Ser Ser Lys 
35 40 45 

Lys Gin Arg His Asn Asp Glu Asp Asp Glu Glu Asn Gly Gly Gly Glu 
50 55 60 

Gly Phe Leu Asp Ala Ser Ser Ser Arg Lys lie Leu Gin Leu Ala Lys 
65 70 75 * 80 

Glu Gin ^Gln Asp Glu Leu Glu Gin Glu Asp Glu He Gin Asn Lys Pro 
85 90 95 

Ser Phe Ala Gin Ser Phe Lys Asn Gin Gin He Asp Ser Glu Glu Glu 
100 105 110 

Glu Glu Glu Asp Glu Tyr Ser Asp Phe Glu Glu Glu Glu Glu Val Glu 
115 120 125 

Glu He Val Tyr Asp Glu Glu Asp Ala Glu Val Asp Pro Lys Asp Ala 
130 135 140 

Glu Leu Phe Asn Lys Tyr Phe Gin Ser Asn Gly Glu Ala Asn Asn Asn 
145 150 155 160 

Asp Asp Asp Asn Ser Phe Gin Pro Thr He Asn Leu Ala Asp Lys He 
165 170 175 
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Leu Ala Lys He 
180 

Ser Ser Pro Asp 
195 

Val He Leu Ala 
210 

His Gly Lys Leu 
225 

Trp Gin Asp Val 

Ala Thr Tyr Glu 
260 

Glu Ala Thr Val 
275 

Ser He Glu Asn 
290 

Ala Leu Lys Lys 
305 

Leu Leu Pro Leu 



Gin Glu Lys Glu 

Asn Ser Asn Glu 
200 

Tyr Glu Lys He 
215 

Pro Lys Leu Phe 
230 

Leu Tyr Val Thr 
245 

Ala Thr Lys Leu 

Phe He Glu Thr 
280 

Ser Asp Asp His 
295 

Ser Leu Tyr Lys 
310 

Val Asp Gly Tyr 



Ser Gin Gin Gin 
185 

Asp Ala Val Leu 

Gly Gin He Leu 
220 

Lys He Leu Pro 
235 

Asn Pro Asn Ser 
250 

Phe Val Ser Asn 
265 

He Leu Leu Pro 

Ser Leu Asn Tyr 
300 

Pro Gly Ala Phe 
315 

Cys Ser Val Arg 



Gin Gin Gin Gin 
190 

Leu Pro Pro Lys 
205 

Ser Thr Tyr Thr 

Ser Leu Lys Asn 
240 

Trp Thr Pro His 
255 

Leu Ser Ser Asn 
270 

Arg Phe Arg Asp 
285 

His He Tyr Arg 

Phe Lys Gly Phe 
320 

Glu Ala Thr He 
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Ala Ala Ser Val 
340 

Val Ala Leu Thr 
355 

Val Phe lie Arg 
370 

Thr Leu Asp Glu 
385 

lie Asn Gin Asp 

Thr Thr Lys Val 
420 

Ala Phe Leu Ser 
435 

Gin Lys Asp Phe 
450 

lie Gly Pro Glu 
465 



325 

Leu Thr Lys Val 

Gin Leu Leu Thr 
360 

Val Leu lie Glu 
375 

Leu Val Phe Tyr 
390 

Glu Asn Met Glu 
405 

Asn Asn Gly Pro 

Phe Ala Thr Arg 
440 

Leu Leu Glu Thr 
455 

lie Arg Arg Glu 
470 



330 

Ser Val Pro Val 
345 

Arg Asp Phe Asn 

Lys Lys Tyr Ala 
380 

Phe Met Arg Phe 
395 

Asn Met Asp lie 
410 

Gin Leu Pro Val 
425 

Tyr Lys Asn Asp 

Val Arg Gin Arg 
460 

Leu Leu Ser 
475 



335 

Leu His Ser Ser 
350 

Pro Ala Thr Thr 
365 

Leu Pro Tyr Gin 

Arg Asn Ala Thr 
400 

Asp Gin Glu Lys 
415 

Val Trp His Lys 
430 

Leu Thr Asp Asp 
445 

Phe His Pro Leu 



210 



<210> 78 

<211> 1519 

<212> DNA 

<213> Candida albicans 



<400> 78 

accatgtgtc aaattgcttg gtcgtgtcct ttcaccacac atttttttgg attaaatttc 60 
tcgcacgctc aaaaaatgac ttcgacaaaa agcaatgcca ctcttcctac aattaattcc 120 
ctccgcccct tccttttcat atactatctc ccttccttct tccttctcct tttatttttt 180 
caattattac aatcttatgt catttaaagg attcaaaaag ggtgtcctta gggccccaca 240 
gacaatgcgt cagaaattca acatgggaga aatcacccaa gatgctgttt atctcgatgc 3 00 
tgaaagaaga ttcaaagaaa tcgaaacgga aacaaaaaag ttgagtgaag aatccaagaa 3 60 
atatttcaat gctgtcaatg ggatgttaga tgaacaaatt gattttgcca aagccgtggc 420 
tgagatttat aaaccaatca gtggtagatt atcggacccc agtgctacgg taccagaaga 480 
taacccacaa ggtattgaag catcggaact gtaccaagca gtggttaaag atctcaaaga 54 0 
taccttaaaa cccgatttgg aattgattga aaaaagaatt gttgaaccag cacaagaatt 600 
attgaagatt atacaagcta taaggaaaat gtcagtgaaa agagaccata aacaattgga 660 
tttggatcgt cataagagaa atttttctaa atatgaactg aagaaagaaa gaactgttaa 72 0 
agatgaagaa aaaatgttca gtgctcaagc agaagtagaa attgctcaac aagagtacga 7 80 
ttattataat gatttgttaa agaatgaatt gccagttttg tttcaaatgc aaagtgattt 840 
tatcaaacca ttgtttgttt cattctatta catgcagttg aatattttct acacattata 900 
cactagaatg gaagagttga aaattccata ttttgatttg tctactgata ttgtcgaagc 960 
ttatactgcc aagaagggga acattgagga acaaaccgat gctattggaa tcactcattt 1020 
caaagtcggg catgccaaat ccaaattgga agccactaaa agaagacatg ctgctatgaa 1080 
tagtccacct cctaccggtg ccagctctat tgcatctaca ggtactggtg gtgaattacc 1140 
tgcatactcc ccaggaggtt acaaccaacc atatggtgat agcaagtatc aaccaccatc 1200 
ttctccagca acataccaat ctccagtagt agcagccact gctcaatctc cagctactta 1260 



211 



tcaatcgcca gtggctactg gacaacctcc atcatattta ccacaaactc cagccagtgc 1320 
tccaccacca caagttggta gtggccttcc aacatgcacg gctttatacg attatactgc 13 80 
acaagcccag ggtgacttga ctttccctgc aggagctgtt attgaaatta tacaaagaac 1440 
cgaagatgcc aacggatggt ggactggtaa atacaatggt caaaccggtg tgttccctgg 1500 
taattatgtg caattatag 1519 

<210> 79 
<211> 440 
<212> PRT 

<213> Candida albicans 
<400> 79 

Met Ser Phe Lys Gly Phe Lys Lys Gly Val Leu Arg Ala Pro Gin Thr 
15 10 15 

Met Arg Gin Lys Phe Asn Met Gly Glu lie Thr Gin Asp Ala Val Tyr 
20 25 30 

Leu Asp Ala Glu Arg Arg Phe Lys Glu lie Glu Thr Glu Thr Lys Lys 
35 40 45 

Leu Ser Glu Glu Ser Lys Lys Tyr Phe Asn Ala Val Asn Gly Met Leu 
50 55 60 

Asp Glu Gin lie Asp Phe Ala Lys Ala Val Ala Glu lie Tyr Lys Pro 
65 70 75 80 

lie Ser Gly Arg Leu Ser Asp Pro Ser Ala Thr Val Pro Glu Asp Asn 
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Pro Gin Gly lie 
100 

Leu Lys Asp Thr 
115 

Val Glu Pro Ala 
130 

Met Ser Val Lys 
145 

Arg Asn Phe Ser 

Glu Glu Lys Met 
180 

Glu Tyr Asp Tyr 
195 

Phe Gin Met Gin 
210 

Tyr Met Gin Leu 
225 



85 

Glu Ala Ser Glu 

Leu Lys Pro Asp 
120 

Gin Glu Leu Leu 
135 

Arg Asp His Lys 
150 

Lys Tyr Glu Ser 
165 

Phe Ser Ala Gin 

Tyr Asn Asp Leu 
200 

Ser Asp Phe lie 
215 

Asn lie Phe Tyr 
230 



90 

Ser Tyr Gin Ala 
105 

Leu Glu Leu lie 

Lys lie lie Gin 
140 

Gin Leu Asp Leu 
155 

Lys Lys Glu Arg 
170 

Ala Glu Val Glu 
185 

Leu Lys Asn Glu 

Lys Pro Leu Phe 
220 

Thr Leu Tyr Thr 
235 



95 

Val Val Lys Asp 
110 

Glu Lys Arg lie 
125 

Ala lie Arg Lys 

Asp Arg His Lys 
160 

Thr Val Lys Asp 
175 

lie Ala Gin Gin 
190 

Leu Pro Val Leu 
205 

Val Ser Phe Tyr 

Arg Met Glu Glu 
240 
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Leu Lys lie Pro 

Thr Ala Lys Lys 
260 

Thr His Phe Lys 
275 

Arg Arg His Ala 
290 

lie Ala Ser Thr 
305 

Gly Tyr Asn Gin 

Pro Ala Thr Tyr 
340 

Ala Thr Tyr Gin 
355 

Pro Gin Thr Pro 
370 

Pro Thr Cys Thr 



Tyr Phe Asp Leu 
245 

Gly Asn lie Glu 

Val Gly His Ala 
280 

Ala Met Asn Ser 
295 

Gly Thr Gly Gly 
310 

Pro Tyr Gly Asp 
325 

Gin Ser Pro Val 

Ser Pro Val Ala 
360 

Ala Ser Ala Pro 
375 

Ala Leu Tyr Asp 



Ser Thr Asp lie 
250 

Glu Gin Thr Asp 
265 

Lys Ser Lys Leu 

Pro Pro Pro Thr 
300 

Glu Leu Pro Ala 
315 

Ser Lys Tyr Gin 
330 

Val Ala Ala Thr 
345 

Thr Gly Gin Pro 

Pro Pro Gin Val 
380 

Tyr Thr Ala Gin 



Val Glu Ala Tyr 
255 

Ala lie Gly lie 
270 

Glu Ala Thr Lys 
285 

Gly Ala Ser Ser 

Tyr Ser Pro Gly 
320 

Pro Pro Ser Ser 
335 

Ala Gin Ser Pro 
350 

Pro Ser Tyr Leu 
365 

Gly Ser Gly Leu 
Ala Gin Gly Asp 



385 



214 



390 395 400 



Leu Thr Phe Pro Ala Gly Ala Val He Glu He He Gin Arg Thr Glu 
405 410 415 

Asp Ala Asn Gly Trp Trp Thr Gly Lys Tyr Asn Gly Gin Thr Gly Val 
420 425 430 

Phe Pro Gly Asn Tyr Val Gin Leu 
435 440 



<210> 80 
<211> 861 
<212> DNA 

<213> Candida albicans 



<400> 80 



atgtctataa 


ttttcagaaa 


gagactagat 


tctgatagaa 


atatagacgc 


atcactatat 


60 


tttggaaata 


tagatccaca 


agttacggag 


ttgttaatgt 


atgagttgtt 


catccaattt 


120 


ggtcccgtca 


aatcaatcaa 


tatgccaaag 


gatcgtatat 


tgaaaacaca 


ccaggggtat 


180 


ggatttgtcg 


aatttaaaaa 


ctcagcagat 


gccaaatata 


ctatggaaat 


actacgagga 


240 


ataagacttt 


atggaaaagc 


attgaaattg 


aaacgaattg 


atgccaagtc 


tcagtcatca 


300 


acaaacaacc 


caaataatca 


aacaatagga 


acatttgtac 


aatcagattt 


gatcaatcca 


360 


aattacatag 


atgttggagc 


taaactattt 


atcaacaatc 


ttaatccatt 


ggtcgatgaa 


420 


tcctttttaa 


tggatacgtt 


tagtaagttt 


ggaaccctta 


taagaaaccc 


aataattaga 


480 


cgtgattcag 


agggacactc 


tttgggatac 


ggatttctta 


cgtacgatga 


ctttgaaagt 


540 


agtgatttat 


gcatacaaaa 


aatgaacaac 


acgattttga 


tgaataacaa 


aattgctatc 


600 


agttatgcat 


tcaaggatct 


gagtgttgat 


gggaagaaat 


cccggcatgg 


agatcaagtg 


660 
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gagcggaaat tggctgaaag tgccaaaaag 
gcaggtacga cgaagggaaa taaaaggaag 
gacaatgagt tagctccccc tttcaaaata 
ttgatatatt aagcttctct g 



aataatttgt tggtaacgaa aacttctaag 720 
aataaaccac ataaagtgac caaaccgtga 780 
agtagagtat caccatagtt tatgaaacaa 840 

861 



<210> 81 
<211> 1641 
<212> DNA 

<213> Candida albicans 



<400> 81 

atgtctcaag acaacgtctc atcaacatct 
gtcaaagatg aatttccaca agaagaacaa 
agtgcataca ttggtatcat cattatgtgt 
ggtttcgata ctggtaccat ttctggtttt 
ggtggtacta aagctgacgg tactctttac 
ggtttgttca acgctggtgg tgccattggt 
tatggtagaa gagttggtat catgactgct 
caaattgctt ctcaacatgc ttggtatcaa 
gccgttggta tgttatcagt tttatgtcct 
ttgagaggta ctttggtgtg ctgtttccaa 
tattgtacta cctatggtac taagagttac 
ggtttatgtt tcgcctgggc tttatgtttg 
ccacgttacc ttgtcggtaa agacagaatt 
aacaaggttt ctccagagga cccagcatta 
gttgaaagag aaagattggc cggtaaagca 
agaatctttg aaagagttat tgttggtgtc 
gataactatt tcttctacta cagtaccacc 



acagctgagg ctgtaaataa tgaaatcaaa 60 
gctcatacta gtttagaaga taaaccagtg 12 0 
ttccttattg cctttggtgg ttttgttttc 180 
attaatatgt ctgacttttt agaaagattc 240 
ttttccaatg tcagaactgg tgtaatgatt 300 
gcattattct tgtctaaagt cggtgatatg 360 
atgattgtct atattgttgg tattattgtt 420 
gtcatgattg gtagaattat cactggtctt 480 
ttgttcattt ccgaggtttc tccaaaacat 540 
ttgatgatta ccttgggtat cttcttgggt 600 
tcagactcta gacaatggag aattccattg 660 
gttgctggta tggttagaat gccagaatct 720 
gaagatgcta aaatgtcact tgccaaaact 780 
taccgtgaac ttcaattaat ccaagctggt 84 0 
tcttggggta ctttattcaa tggtaaacca 900 
atgttacaag ccttacaaca attaactggt 960 
attttcaagt ccgttggtat gaatgattcc 102 0 
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ttcgaaactt 


ctatcattat 


tggtgttatt 


aactttgcat 


ccacttttgt 


tggtatctac 


1080 


gctattgaaa 


qaatgggtag 


aagactctgt 


ttgttaactg 


gttccgttgc 


catgtcaatc 


1140 


tgtttcttaa 


tctattcctt 


ggttggtact 


caacatcttt 


atattgacaa 


accaggtggt 


1200 


gctagtagaa 


aaccagatgg 


tgatgccatg 


atctttatga 


ctccacttta 


tgtgatcttc 


1260 


tctccttcta 


catgggctgg 


tggtgtctac 


tccattattt 


ctgaacttta 


tccattgaaa 


1320 


gttagaagta 


aggctatggg 


tttagctaat 


gcttccaatt 


ggacctgggg 


tctcttaatt 




tctttcttta 


cttcatttat 


tactgatgcc 


atccacttct 


actacggttt 


cgtctttatg 


1440 


ggatgtttag 


ttttctccat 


tttctttgtc 


tactttatgg 


tttacgaaac 


taaaggtctt 


1500 


accttggaag 


aaattgatga 


attgtactcc 


accaaagtcc 


ttccatggaa 


atcagctggt 


1560 


tgggtgccac 


cttccgaaga 


agaaatggca 


acctctacgg 


gatatgctgg 


tgatgccaaa 


1620 


ccagaagagg 


aacacgttta 


a 








1641 



<210> 82 
<211> 546 
<212> PRT 

<213> Candida albicans 
<400> 82 

Met Ser Gin Asp Asn Val Ser Ser Thr Ser Thr Ala Glu Ala Val Asn 
15 10 15 

Asn Glu lie Lys Val Lys Asp Glu Phe Pro Gin Glu Glu Gin Ala His 



20 



25 



30 



Thr Ser Leu Glu Asp Lys Pro Val Ser Ala Tyr 



lie Gly lie lie lie 



35 



40 



45 



Met Cys Phe Leu lie Ala Phe Gly Gly Phe Val 



Phe Gly Phe Asp Thr 



50 



55 



60 
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Gly Thr He Ser 
65 

Gly Gly Thr Lys 

Gly Val Met He 
100 

Phe Leu Ser Lys 
115 

Thr Ala Met He 
130 

Gin His Ala Trp 
145 

Ala Val Gly Met 

Ser Pro Lys His 
180 

He Thr Leu Gly 
195 



Gly Phe He Asn 
70 

Ala Asp Gly Thr 
85 

Gly Leu Phe Asn 

Val Gly Asp Met 
120 

Val Tyr He Val 
135 

Tyr Gin Val Met 
150 

Leu Ser Val Leu 
165 

Leu Arg Gly Thr 

He Phe Leu Gly 
200 



Met Ser Asp Phe 
75 

Leu Tyr Phe Ser 
90 

Ala Gly Gly Ala 
105 

Tyr Gly Arg Arg 

Gly He He Val 
140 

He Gly Arg He 
155 

Cys Pro Leu Phe 
170 

Leu Val Cys Cys 
185 

Tyr Cys Thr Thr 



Leu Glu Arg Phe 
80 

Asn Val Arg Thr 
95 

He Gly Ala Leu 
110 

Val Gly He Met 
125 

Gin He Ala Ser 

He Thr Gly Leu 
160 

He Ser Glu Val 
175 

Phe Gin Leu Met 
190 

Tyr Gly Thr Lys 
205 
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Ser Tyr Ser Asp 
210 

Ala Trp Ala Leu 
225 

Pro Arg Tyr Leu 

Leu Ala Lys Thr 
260 

Glu Leu Gin Leu 
275 

Lys Ala Ser Trp 
290 

Arg Val lie Val 
305 

Asp Asn Tyr Phe 

Met Asn Asp Ser 
340 

Ala Ser Thr Phe 
355 



Ser Arg Gin Trp 
215 

Cys Leu Val Ala 
230 

Val Gly Lys Asp 
245 

Asn Lys Val Ser 

lie Gin Ala Gly 
280 

Gly Thr Leu Phe 
295 

Gly Val Met Leu 
310 

Phe Tyr Tyr Ser 
325 

Phe Glu Thr Ser 

Val Gly lie Tyr 
360 



Arg lie Pro Leu 
220 

Gly Met Val Arg 
235 

Arg lie Glu Asp 
250 

Pro Glu Asp Pro 
265 

Val Glu Arg Glu 

Ash Gly Lys Pro 
300 

Gin Ala Leu Gin 
315 

Thr Thr lie Phe 
330 

lie He He Gly 
345 

Ala He Glu Arg 



Gly Leu Cys Phe 

Met Pro Glu Ser 
240 

Ala Lys Met Ser 
255 

Ala Leu Tyr Arg 
270 

Arg Leu Ala Gly 
285 

Arg He Phe Glu 

Gin Leu Thr Gly 
320 

Lys Ser Val Gly 
335 

Val He Asn Phe 
350 

Met Gly Arg Arg 
365 
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Leu Cys Leu Leu Thr Gly Ser Val Ala Met Ser lie Cys Phe Leu He 
370 375 380 

Tyr Ser Leu Val Gly Thr Gin His Leu Tyr He Asp Lys Pro Gly Gly 

385 390 395 400 

Ala Ser Arg Lys Pro Asp Gly Asp Ala Met He Phe Met Thr Pro Leu 

405 410 415 



Tyr Val He Phe Ser 
420 

He Ser Glu Leu Tyr 
435 

Ala Asn Ala Ser. Asn 
450 

Ser Phe He Thr Asp 
465 

Gly Cys Leu Val Phe 
485 



Pro Ser Thr Trp Ala Gly 
425 

Pro Leu Lys Val Arg Ser 
440 

Trp Thr Trp Gly Phe Leu 
455 

Ala He His Phe Tyr Tyr 
470 475 

Ser He Phe Phe Val Tyr 
490 



Gly Val Tyr Ser He 
430 

Lys Ala Met Gly Leu 
445 

He Ser Phe Phe Thr 
460 

Gly Phe Val Phe Met 
480 

Phe Met Val Tyr Glu 
495 



Thr Lys Gly Leu Thr Leu Glu Glu He Asp Glu Leu Tyr Ser Thr Lys 
500 505 510 
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Val Leu Pro Trp Lys Ser Ala Gly Trp Val Pro Pro Ser Glu Glu Glu 
515 520 525 

Met Ala Thr Ser Thr Gly Tyr Ala Gly Asp Ala Lys Pro Glu Glu Glu 
530 535 540 

His Val 
545 



<210> 83 * 
<211> 1014 
<212> DNA 

<213> Candida albicans 
<400> 83 

aatgctccag tgtcaggtac tattactgaa tttttagttg atgttgatgc cactgttgaa 60 
gttggccaag aaatcattaa gatggaagaa ggcgacgccc cagccggcgg tgcatctgca 12 0 
tctgaagctc cagctaagaa agaagaagcc cctgaaaagg ctaaagaaga atctgctcaa 180 
gctgccgcac caaagaagga agaaactaag aaagaggaac caaagaagga atcaaaacca 24 0 
gctccaaaga aagaagaatc taagaagtcc acccaatcta caactagtgc tccaactttc 3 00 
accaatttct ccagaaacga agagagagtt aagatgaaca gaatgagatt gagaattgct 3 60 
gaacgtctta aggaatcaca aaacactgct gcttccttga ccactttcaa cgaagttgat 420 
atgtctaact tgatggattt cagaaagaaa tacaaggacg aatttattga aaagaccggt 4 80 
atcaagttag gattcatggg tgctttctcc aaagcttctg ccttggctct taaggaaatc 54 0 
ccagctgtca atgctgcaat tgaaaacaat gacactttgg tctttaaaga ttatgccgac 600 
atttcaattg ctgttgccac tccaaaaggt ttggtgaccc ctgttgtcag aaacgccgaa 660 
tccttatcta ttttgggtat tgaaaaggaa atctctaatt tgggtaagaa agccagagat 72 0 
ggtaaattga ctttggaaga tatgaccggt ggtactttca ctatttctaa tggtggtgtt 780 
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tttggatcat tatacggtac cccaattatc 
cacggtgtta aagaaagacc agttactgtt 
tacttagcat tgacttacga ccacagagta 
agaaccatca aggaattgat tgaagatcca 



aatatgcctc aaactgccgt attaggttta 840 
aacggacaaa tcgtttctag accaatgatg 900 
gttgacggtc gtgaagctgt tattttctta 960 
agaaagatgt tgttgttaga ataa 101 



<210> 84 
<211> 337 
<212> PRT 

<213> Candida albicans 
<400> 84 

Asn Ala Pro Val Ser Gly Thr lie Thr Glu Phe Leu Val Asp Val Asp 
15 10 15 



Ala Thr Val Glu Val Gly Gin Glu 
20 

Ala Pro Ala Gly Gly Ala Ser Ala 
35 40 

Glu Ala Pro Glu Lys Ala Lys Glu 
50 55 

Lys Lys Glu Glu Thr Lys Lys Glu 
65 70 



lie lie Lys Met Glu Glu Gly Asp 
25 30 

Ser Glu Ala Pro Ala Lys Lys Glu 
45 

Glu Ser Ala Gin Ala Ala Ala Pro 
60 

Glu Pro Lys Lys Glu Ser Lys Pro 
75 80 



Ala Pro Lys Lys Glu Glu Ser Lys Lys Ser Thr Gin Ser Thr Thr Ser 
85 90 95 
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Ala Pro Thr Phe 
100 

Asn Arg Met Arg 
115 

Thr Ala Ala Ser 
130 

Met Asp Phe Arg 
145 

He Lys Leu Gly 

Leu Lys Glu He 
180 

Leu Val Phe Lys 
195 

Lys Gly Leu Val 
210 

Leu Gly He Glu 
225 



Thr Asn Phe Ser 

Leu Arg He Ala 
120 

Leu Thr Thr Phe 
135 

Lys Lys Tyr Lys 
150 

Phe Met Gly Ala 
165 

Pro Ala Val Asn 

Asp Tyr Ala Asp 
200 

Thr Pro Val Val 
215 

Lys Glu He Ser 
230 



Arg Asn Glu Glu 
105 

Glu Arg Leu Lys 

Asn Glu Val Asp 
140 

Asp Glu Phe He 
155 

Phe Ser Lys Ala 
170 

Ala Ala He Glu 
185 

He Ser He Ala 

Arg Asn Ala Glu 
220 

Asn Leu Gly Lys 
235 



Arg Val Lys Met 
110 

Glu Ser Gin Asn 
125 

Met Ser Asn Leu 

Glu Lys Thr Gly 
160 

Ser Ala Leu Ala 
175 

Asn Asn Asp Thr 
190 

Val Ala Thr Pro 
205 

Ser Leu Ser He 

Lys Ala Arg Asp 
240 



Gly Lys Leu Thr Leu Glu Asp Met Thr Gly Gly Thr Phe Thr He Ser 
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Asn Gly Gly Val 
260 

Pro Gin Thr Ala 
275 

Thr Val Asn Gly 
290 

Thr Tyr Asp His 
305 

Arg Thr lie Lys 
Glu 



245 

Phe Gly Ser Leu 

Val Leu Gly Leu 
280 

Gin lie Val Ser 
295 

Arg Val Val Asp 
310 

Glu Leu lie Glu 
325 



250 

Tyr Gly Thr Pro 
265 

His Gly Val Lys 

Arg Pro Met Met 
300 

Gly Arg Glu Ala 
315 

Asp Pro Arg Lys 
330 



255 

lie lie Asn Met 
270 

Glu Arg Pro Val 
285 

Tyr Leu Ala Leu 

Val He Phe Leu 
320 

Met Leu Leu Leu 
335 



<210> 85 
<211> 1806 
<212> DNA 

<213> Candida albicans 
<400> 85 

attccataat gtttactaga tcattgatta aaggtggtgg cagacttgct actaccagat 60 
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cattggtcaa caactctact agtttggttt 
caactcctcc taaggttgcc aaatcaaaat 
ctttttacac tgctgtgata tcggttattg 
acgaagagtc tcaacctgtt gatcaagtga 
aaaagaaaac tttagttatt ttgggttctg 
tggataccac cttgtataat gttgttattg 
cattgttacc atctgttcct accggtactg 
gatcagtcac cagaagatgc cctggtcaag 
tcaaccctaa aactaatgag ttgacactta 
ctggtaaaga tacttcctct tctaaatcaa 
tcactaccac cttgaattat gactatttag 
tcggtattcc tggagtcgct gagaattcaa 
ctattagaag aaaattgatg gatgttattg 
cagaaagaaa gagattattg tccattgttg 
ctgctggtga aatccaagat tatattgacc 
ccgatgaatt gaaagtctcc ttggtggaag 
agaaattgat tgactatacc aaagaagttt 
ataccatgat caaaaaagtc aatgataaaa 
gatctactga gtctattgaa attccatatg 
caagagattt cactcgtgat ttgatcgcaa 
gtttattggt tgatgaaaga ttgaaagttg 
attgtacttt taccaaatac ccaccaactg 
tagccaatta ttttgacaaa ttgcatgcgg 
caactccaaa ggacaatgtt gaaaaattgt 
tacctcattt catttacaac taccaagggt 
ttgctgattt ggtctggggt gattggtcaa 
tattctggag atcagcttat atttacatgt 
ttttagattg ggctaaagtc tatttctttg 
gagtttaccc ttactttttt ttgtgattta 



taaaaaatca 


atttaagaaa 


tattcaacat 


120 


cttcgacaat 


tggtaaaata 


ttcagataca 


180 


gttctgccgg 


tttgatcggt 


tacaaaattt 


240 


aacaaacacc 


attgtttcct 


aatggtgaaa 


300 


gttggggtgc 


tatttcatta 


ttgaaaaact 


360 


tctccccaag 


aaactatttc 


cttttcaccc 


420 


ttgaattgag 


atctattatt 


gaacctgtca 


480 


ttatttacct 


tgaagcagaa 


gctacaaata 


540 


aacaaagtac 


tactgtcgtt 


tctggtcatt 


600 


ctgttgccga 


atacactggg 


gttgaagaaa 


660 


ttgttggtgt 


tggtgctcaa 


ccatctactt 


720 


cctttttgaa 


agaagtcagt 


gatgcttctg 


780 


aagctgccaa 


tattttacct 


aaagatgacc 


840 


tttgtggagg 


tggaccaacg 


ggtgttgaag 


900 


aagatttgaa 


gaaatgggtt 


cctgaagttg 


960 


ctttaccaaa 


cgttttgaac 


acatttaaca 


1020 


tcaaagacac 


taatatcaat 


ttgatgacta 


1080 


gtttgattgc 


aaaccataaa 


aaccctgacg 


1140 


gtcttttaat 


ttgggctact 


ggtaatgcac 


1200 


aagtcgatga 


acaaaaaaat 


gccagaagag 


1260 


atggtactga 


taacattttt 


gccttgggtg 


1320 


cacaagttgc 


cttccaagaa 


ggtgaatatt 


1380 


ttgaatcttt 


gaaatacacc 


attgctaacc 


1440 


— ^ — \ /~Y —3 -3 ^— 4"" 
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1500 


ctttggctta 


cattgggtct 


gaaaaggctg 


1560 


atataagttc 


cggaggtaat 


ttgacctttt 


1620 


gtttatcagt 


caagaaccaa 


gtgctagttg 


1680 


gtagagattg 


ttctaaggaa 


tagataccct 


1740 


atttgattag 


aaaattcatt 


atttattcat 


1800 
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agccgt 1806 

<210> 86 
<211> 574 
<212> PRT 

<213> Candida albicans 
<400> 86 

Met Phe Thr Arg Ser Leu lie Lys Gly Gly Gly Arg Leu Ala Thr Thr 
15 10 15 



Arg Ser Leu Val Asn Asn Ser Thr Ser Leu Val Leu Lys Asn Gin Phe 
20 25 30 

Lys Lys Tyr Ser Thr Ser Thr Pro Pro Lys Val Ala Lys Ser Lys Ser 
35 40 45 

Ser Thr lie Gly Lys lie Phe Arg Tyr Thr Phe Tyr Thr Ala Val lie 
50 55 60 

Ser Val lie Gly Ser Ala Gly Leu He Gly Tyr Lys lie Tyr Glu Glu 
65 70 75 80 

Ser Gin Pro Val Asp Gin Val Lys Gin Thr Pro Leu Phe Pro Asn Gly 
85 90 95 



Glu Lys Lys Lys Thr Leu Val He Leu Gly Ser Gly Trp Gly Ala He 
100 105 c 110 
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Ser Leu Leu Lys 
115 

Ser Pro Arg Asn 
130 

Thr Gly Thr Val 
145 

Thr Arg Arg Cys 

Asn lie Asn Pro 
180 

Val Val Ser Gly 
195 

Val Ala Glu Tyr 
210 

Asp Tyr Leu Val 
225 

Pro Gly Val Ala 
Ser Ala lie Arg 



Asn Leu Asp Thr 
120 

Tyr Phe Leu Phe 
135 

Glu Leu Arg Ser 
150 

Pro Gly Gin Val 
165 , 

Lys Thr Asn Glu 

His Ser Gly Lys 
200 

Thr Gly Val Glu 
215 

Val Gly Val Gly 
230 

Glu Asn Ser Thr 
245 

Arg Lys Leu Met 



Thr Leu Tyr Asn 

Thr Pro Leu Leu 
140 

lie lie Glu Pro 
155 

lie Tyr Leu Glu 
170 

Leu Thr Leu Lys 
185 

Asp Thr Ser Ser 

Glu lie Thr Thr 
220 

Ala Gin Pro Ser 
235 

Phe Leu Lys Glu 
250 

Asp Val lie Glu 



Val Val lie Val 
125 

Pro Ser Val Pro 

Val Arg Ser Val 
160 

Ala Glu Ala Thr 
175 

Gin Ser Thr Thr 
190 

Ser Lys Ser Thr 
205 

Thr Leu Asn Tyr 

Thr Phe Gly lie 
240 

Val Ser Asp Ala 
255 

Ala Ala Asn lie 
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260 

Leu Pro Lys Asp 
275 

Cys Gly Gly Gly 
290 

Tyr lie Asp Gin 
305 

Leu Lys Val Ser 

Asn Lys Lys Leu 
340 

lie Asn Leu Met 
355 

Leu lie Ala Asn 
370 

lie Pro Tyr Gly 
385 

Phe Thr Arg Asp 



Asp Pro Glu Arg 
280 

Pro Thr Gly Val 
295 

Asp Leu Lys Lys 
310 

Leu Val Glu Ala 
325 

lie Asp Tyr Thr 

Thr Asn Thr Met 
360 

His Lys Asn Pro 
375 

Leu Leu lie Trp 
390 

Leu lie Ala Lys 
405 



265 

Lys Arg Leu Leu 

Glu Ala Ala Gly 
300 

Trp Val Pro Glu 
315 

Leu Pro Asn Val 
330 

Lys Glu Val Phe 
345 

lie Lys Lys Val 

Asp Gly Ser Thr 
380 

Ala Thr Gly Asn 
395 

Val Asp Glu Gin 
410 



270 

Ser lie Val Val 
285 

Glu lie Gin Asp 

Val Ala Asp Glu 
320 

Leu Asn Thr Phe 
335 

Lys Asp Thr Asn 
350 

Asn Asp Lys Ser 
365 

Glu Ser lie Glu 

Ala Pro Arg Asp 
400 

Lys Asn Ala Arg 
415 
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Arg Gly Leu Leu 
420 

lie Phe Ala Leu 
435 

Gin Val Ala Phe 
450 

Leu His Ala Val 
465 

Lys Asp Asn Val 

Asn Leu Pro His 
500 

Gly Ser Glu Lys 
515 

lie Ser Ser Gly 
530 

lie Tyr Met Cys 
545 

Trp Ala Lys Val 



Val Asp Glu Arg 

Gly Asp Cys Thr 
440 

Gin Glu Gly Glu 
455 

Glu Ser Leu Lys 
470 

Glu Lys Leu Ser 
485 

Phe lie Tyr Asn 

Ala Val Ala Asp 
520 

Gly Asn Leu Thr 
535 

Leu Ser Val Lys 
550 

Tyr Phe Phe Gly 



Leu Lys Val Asp 
425 

Phe Thr Lys Tyr 

Tyr Leu Ala Asn 
460 

Tyr Thr lie Ala 
475 

Arg Lys Leu Ala 
490 

Tyr Gin Gly Ser 
505 

Leu Val Trp Gly 

Phe Leu Phe Trp 
540 

Asn Gin Val Leu 
555 

Arg Asp Cys Ser 



Gly Thr Asp Asn 
430 

Pro Pro Thr Ala 
445 

Tyr Phe Asp Lys 

Asn Pro Thr Pro 
480 

Arg Leu Glu Lys 
495 

Leu Ala Tyr lie 
510 

Asp Trp Ser Asn 
525 

Arg Ser Ala Tyr 

Val Val Leu Asp 
560 

Lys Glu 
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565 



570 



<210> 87 
<211> 1137 
<212> DNA 

<213> Candida albicans 



<400> 87 














atgaacctca 


aagatattac 


cgatccgtcg 


gattttaaaa 


ccacaaaatt 


gcctgcatta 


60 


gcagagctag 


atattttaaa 


gaggtgctat 


atatgcaaag 


atctattgaa 


tgcacccgtg 


120 


aggacacaat 


gtgatcacac 


gtactgttca 


caatgtatac 


gagaattttt 


acttcgagat 


180 


aatagatgtc 


cgctttgtaa 


aacagaggtt 


tttgaaagtg 


gtctaaaacg 


tgatccattg 


240 


ttagaagaga 


tcgtcgttag 


ttatgcctcc 


cttaggcctc 


atttattacg 


attattggag 


300 


attgaaaagg 


tggaatcgaa 


gcaagaggta 


gatcgtgaga 


aatcagccaa 


tgagtcagcg 


360 


ctgaatggta 


atagaaatgt 


aaacaacgat 


gttgacgaaa 


ctgcgcgcgt 


taaagatcaa 


420 


ctgaatgcag 


atgaactagg 


tgaagaaaaa 


gggcaagctc 


aacatgggga 


acaagtaaac 


480 


gagcagacta 


ctgaagttat 


tctgttgcta 


tctgatgatg 


aagagaatgg 


ttctgatagc 


540 


ctagtaaaat 


gtcctatttg 


ttttgagaga 


atggaattag 


atgtactaca 


gggaaagcat 


600 


attgacgact 


gtctaagtgg 


aaagagcacg 


aagaggacgc 


ctacagacat 


tttatcccca 


660 


aaagccaaac 


gaccgaagca 


aatcacctcc 


tttttcaaac 


caacaataga 


tactaaaacg 


720 


ccttcgccac 


ctacaagtaa 


ggcgtcaaca 


actccaacag 


caactccgac 


aactacattg 


780 


ttgaaagcaa 


acgtcgcatc 


tccatcccca 


gtggcgcaaa 


gtacagttca 


caagggcaag 


840 


ccattaccta 


aactcgattt 


cagcagcttg 


agtactcaaa 


aaattaaagc 


caagttgagt 


900 


gatttgaaac 


tacccacaac 


aggtagtagg 


aatgaaatgg 


aagccagata 


cttgcattac 


960 


tacgtgattt 


ataatgccaa 


ccttgattcc 


aatcatcctg 


taaaggaatc 


tattttgcga 


1020 


caacagttga 


aacaatggga 


aatggtgcaa 


catcaaccgt 


cgtttggtga 


tgcagagtgg 


1080 


aaaggagctg 


aaactgggaa 


ttggaaagaa 


ctcattgcaa 


gagcacggag 


taactaa 


1137 
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<210> 88 
<211> 378 
<212> PRT 

<213> Candida albicans 
<400> 88 

Met Asn Leu Lys Asp lie Thr Asp Pro Ser Asp Phe Lys Thr Thr Lys 
1 5 10 15 

Leu Pro Ala Leu Ala Glu Leu Asp lie Leu Lys Arg Cys Tyr lie Cys 
20 25 30 

Lys Asp Leu Leu Asn Ala Pro Val Arg Thr Gin Cys Asp His Thr Tyr 
35 40 45 

Cys Ser Gin Cys lie Arg Glu Phe Leu Leu Arg Asp Asn Arg Cys Pro 
50 55 60 

Leu Cys Lys Thr Glu Val Phe Glu Ser Gly Leu Lys Arg Asp Pro Leu 
65 70 75 80 

Leu Glu Glu lie Val Val Ser Tyr Ala Ser Leu Arg Pro His Leu Leu 
85 90 95 

Arg Leu Leu Glu lie Glu Lys Val Glu Ser Lys Gin Glu Val Asp Arg 
100 105 110 

Glu Lys Ser Ala Asn Glu Ser Ala Ser Asn Gly Asn Arg Asn Val Asn 
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115 120 125 

Asn Asp Val Asp Glu Thr Ala Arg Val Lys Asp Gin Ser Asn Ala Asp 
130 135 140 

Glu Leu Gly Glu Glu Lys Gly Gin Ala Gin His Gly Glu Gin Val Asn 
145 150 155 160 

Glu Gin Thr Thr Glu Val lie Ser Leu Leu Ser Asp Asp Glu Glu Asn 
165 170 175 

Gly Ser Asp Ser Leu Val Lys Cys Pro lie Cys Phe Glu Arg Met Glu 
180 185 190 

Leu Asp Val Leu Gin Gly Lys His lie Asp Asp Cys Leu Ser Gly Lys 
195 200 205 

Ser Thr Lys Arg Thr Pro Thr Asp lie Leu Ser Pro Lys Ala Lys Arg 
210 215 220 

Pro Lys Gin lie Thr Ser Phe Phe Lys Pro Thr lie Asp Thr Lys Thr 
225 230 235 240 



Pro Ser Pro Pro Thr Ser Lys Ala Ser Thr Thr Pro Thr Ala Thr Pro 
245 250 255 



Thr Thr Thr Leu Leu Lys Ala Asn Val Ala Ser Pro Ser Pro Val Ala 
260 265 270 
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Gin Ser Thr Val 
275 

Ser Leu Ser Thr 
290 

Pro Thr Thr Gly 
305 

Tyr Val lie Tyr 

Ser lie Leu Arg 
340 

Pro Ser Phe Gly 
355 

Lys Glu Leu lie 
370 



His Lys Gly Lys 
280 

Gin Lys lie Lys 
295 

Ser Arg Asn Glu 
310 

Asn Ala Asn Leu 
325 

Gin Gin Leu Lys 

Asp Ala Glu Trp 
360 

Ala Arg Ala Arg 
375 



Pro Leu Pro Lys 

Ala Lys Leu Ser 
300 

Met Glu Ala Arg 
315 

Asp Ser Asn His 
330 

Gin Trp Glu Met 
345 

Lys Gly Ala Glu 
Ser Asn 



Leu Asp Phe Ser 
285 

Asp Leu Lys Leu 

Tyr Leu His Tyr 
320 

Pro Val Lys Glu 
335 

Val Gin His Gin 
350 

Thr Gly Asn Trp 
365 



<210> 89 
<211> 764 
<212> DNA 

<213> Candida albicans 



<400> 89 
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gtaattgtta tattttacca aggtaacagg ggacctcatt atcattagtt gtcaattcaa 60 
ttactccaga aacaagaaac acaagacttg tttggtgttg ctattaaaag ataatatata 12 0 
atcaggataa aagaattttt ttggttaaag aaaattacag ggacggtaaa tcattcttct 180 
tccctataaa ccaaaaatct tatatgtccc aagttaactt attagaattc caagattatt 240 
tactttacag tgaatcatta aacattttaa ttgaaagcga gtttagctca . atgtcttcag 300 
acacaactgc ttttcaggca ccaccaacaa aagcaccaga agcctccatg gatctgggta 360 
caattcccaa aagatctcca gcaagattgt ttcaaaggtg gatatcatca tcatcatcaa 42 0 
aagataagcc agtatatgca gaaaaagccc ttctcaagaa gcaaaacata gcaccggaac 480 
caataaaaat aactaaacaa caagtaccag ctaaacaaat aggtacatct gaaccatcgt 54 0 
cgcctctaag tgtggcttcg agtcatgata attcatgttc cgattcaagt gcagcttcta 600 
tattttctga ttctaaaaat aacaatagta tgcaaatgtt actcacagat gatatagagg 660 
acatattaga ggacatagac gatgctgaga tatacgatgc tgagaaggtt accataacat 72 0 
atataagttc taaatcatgc taatacacat tattaattat ttga 764 

<210> 90 
<211> 179 
<212> PRT 

<213> Candida albicans 
<400> 90 

Met Ser Gin Val Asn Leu Leu Glu Phe Gin Asp Tyr Leu Leu Tyr Ser 
15 10 15 

Glu Ser Leu Asn lie Leu lie Glu Ser Glu Phe Ser Ser Met Ser Ser 
20 25 30 



Asp Thr Thr Ala Phe Gin Ala Pro Pro Thr Lys 
35 40 



Ala Pro Glu Ala Ser 



45 
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Met Asp Ser Gly 
50 

Arg Trp lie Ser 
65 

Lys Ala Leu Leu 

Thr Lys Gin Gin 
100 

Ser Pro Leu Ser 
115 

Ser Ala Ala Ser 
130 

Met Leu Leu Thr 
145 

Ala Glu lie Tyr 



Thr lie Pro Lys 
55 

Ser Ser Ser Ser 
70 

Lys Lys Gin Asn 
85 

Val Pro Ala Lys 

Val Ala Ser Ser 
120 

lie Phe Ser Asp 
135 

Asp Asp lie Glu 
150 

Asp Ala Glu Lys 
165 



Arg Ser Pro Ala 
60 

Lys Asp Lys Pro 
75 

lie Ala Pro Glu 
90 

Gin lie Gly Thr 
105 

His Asp Asn Ser 

Ser Lys Asn Asn 
140 

Asp lie Leu Glu 
155 

Val Thr lie Thr 
170 



Arg Leu Phe Gin 

Val Tyr Ala Glu 
80 

Pro lie Lys lie 
95 

Ser Glu Pro Ser 
110 

Cys Ser Asp Ser 
125 

Asn Ser Met Gin 

Asp lie Asp Asp 
160 

Tyr lie Ser Ser 
175 



Lys Ser Cys 
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<210> 91 
<211> 2154 
<212> DNA 

<213> Candida albicans 



<400> 91 

atgtctatta cagttacatt tccgaaatcc 
ggaattgagt tggagtttag tcaacaaggc 
ttggcagttc ctgtgtttag cgttgacaac 
aagtactggg gctacccttc atcgtatcaa 
attgaaaagt cgcaaatctt aaagaccgat 
gatttgattg aagaagcaga tacaaagatt 
tattcaagaa tagaaaataa gaaggttttt 
gtgtcgaaag ccccaacaca agagaaacca 
gataatctag atgatgatga ggaggacgaa 
aatagtgggg aattgtctaa aggatacaag 
aatgacgata gggttactat tggacaagtg 
ccattaaccc attcactttt caatagtatc 
aattttggag tttcaggtta ccgatttctt 
gaattggtgt tgaatgccaa caactacaat 
aagccgaaaa agagtttccg taaacccatt 
gatccgaact ccatagattt aagcgagtca 
tttagtatcc accatctttg caaagtccct 
ctcccgctgt cgttcaacac aaagaatctt 
aatgataatg tcaagataaa gtcaaaaagt 
gataattacc atcacacaaa gtatttctac 
aattacaagg atggtgcatt gatgaacaaa 
aagccgcgcc acaagagaaa ggtgtcgaac 



ccatctacga aaaaacgtgc accggcattt 60 
agtagcgatg gtgctataga gaaagcggca 12 0 
caagactttg tattgataag agaccttgcc 180 
ttgattgtca agttggtcaa atgtgctaac 240 
aaggatttga ataaagagtt gtttgagttg 3 00 
gatctttttt atatttcgtt acccttggtc 360 
tatgttctgc gtgaaccaga acagccaaag 420 
gcaagtgtgg ttgctgctga agaagatgac 4 80 
gtggatgaag acatggatga agataatgat 54 0 
cacatgcaca aggaccatcc aaagtatata 600 
tttcatcaat acggacttga cccttcgaca 660 
aactcaatgt cgaagctaaa ctattacaag 72 0 
cccaacagca agttatctta tgcagaacga 780 
gatatgcaca ttaacgaaaa gacagaatcc 840 
ggaaagtcaa agaaacataa cttgcagatt 900 
gtgattccgg gacaagggtt tatacctgac 960 
aattattatg tgacatcaaa ccaccaaagt 1020 
aatgcaactt cgaactcttc gtatttgttt 1080 
attcagaagt tggtgttcaa cagcgatacc 114 0 
accaaaacct accgtggtcc agggtcgggg 1200 
atcaacaaga tacatctttc cagtaataaa 1260 
aataacaggt acaacaagag tttaaagggg 132 0 
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ttagtccacg 


aaaagtttga 


caagaacttt 


gttgagtact 


tgctttctga 


gcaacgcaag 


1380 


tataccgagg 


actattccaa 


tcttgaaatt 


ttacacaata 


gcttacagtt 


taatgttctt 


1440 


ttgaatacgt 


atcgtggtgt 


tgcccaagag 


acatggaata 


actactacaa 


gtttaaattg 


1500 


attgatttcg 


aacaattgaa 


ggctttgcaa 


atggaggcaa 


atgagcttga 


ggagagaaaa 


1560 


ttggatgctg 


ctagacacca 


acagtgggcg 


gaagaagaga 


agcttcgcca 


agaaagattg 


1620 


cgtttagtat 


ttgaagatga 


acggaacgag 


tttgagcaat 


tgcaaagcga 


gtttggtcag 


1680 


agaaagaagg 


atttgtacga 


gaaattgcgt 


cgtcgtcagc 


tagaggcatc 


tttgagtgat 


1740 


agttttgaag 


ctgatagcga 


aaatgacgat 


gaatctgagc 


tcgcccaaat 


tcaacaagac 


1800 


+- +- 4— /-» -a ahpaa 
C L.L.yd.ClL.v^ctCl. 




ac t caagaca 


aagtttgaag 


cgaaaagaaa 


ggacctcata 


1860 


aacccagcac 


cacctccaca 


gccaattgag 


acaccacagt 


tggatcttaa 


caacaagttt 


1920 


agcttaccaa 


cagtgtatcc 


agagattatt 


cgaaacttgc 


cattagagtt 


gcgagggatt 


1980 


gtccaagaaa 


gcaaggagga 


gcttccgcct 


atcaaaaagc 


ccatactcta 


tgtaactaca 


2040 


taccctgaac 


gtccaaatcc 


agagtatctt 


acacgaatcg 


agattatcaa 


attgccaaat 


2100 


gccaattcgg 


ttggatggga 


taactttaaa 


aaatataaag 


atagtgatgt 


atag 


2154 



<210> 92 
<211> 717 
<212> PRT 

<213> Candida albicans 
<400> 92 

Met Ser lie Thr Val Thr Phe Pro Lys Ser Pro Ser Thr Lys Lys Arg 
15 10 15 

Ala Pro Ala Phe Gly He Glu Leu Glu Phe Ser Gin Gin Gly Ser Ser 



Asp Gly Ala He Glu Lys Ala Ala Leu Ala Val Pro Val Phe Ser Val 



20 



25 



30 



35 



40 



45 
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Asp Asn Gin Asp 
50 

Tyr Pro Ser Ser 
65 

lie Glu Lys Ser 

Leu Phe Glu Leu 
100 

Phe Tyr He Ser 
115 

Val Phe Tyr Val 
130 

Pro Thr Gin Glu 
145 

Asp Asn Leu Asp 

Glu Asp Asn Asp 
180 



Phe Val Leu He 
55 

Tyr Gin Leu He 
70 

Gin lie Leu Lys 
85 

Asp Leu He Glu 

Leu Pro Leu Val 
120 

Ser Arg Glu Pro 
135 

Lys Pro Ala Ser 
150 

Asp Asp Glu Glu 
165 

Asn Ser Gly Glu 



Arg Asp Leu Ala 
60 

Val Lys Leu Val 
75 

Thr Asp Lys Asp 
90 

Glu Ala Asp Thr 
105 

Tyr Ser Arg He 

Glu Gin Pro Lys 
140 

Val Val Ala Ala 
155 

Asp Glu Val Asp 
170 

Leu Ser Lys Gly 
185 



Lys Tyr Trp Gly 

Lys Cys Ala Asn 
80 

Leu Asn Lys Glu 
95 

Lys He Asp Leu 
110 

Glu Asn Lys Lys 
125 

Val Ser Lys Ala 

Glu Glu Asp Asp 
160 

Glu Asp Met Asp 
175 

Tyr Lys His Met 
190 



His Lys Asp His 
195 

Gin Val Phe His 
210 

Ser Leu Phe Asn 
225 

Asn Phe Gly Val 

Tyr Ala Glu Arg 
260 

His lie Asn Glu 
275 

Pro lie Gly Lys 
290 

lie Asp Leu Ser 
305 

Phe Ser lie His 

Asn His Gin Ser 
340 




Pro Lys Tyr lie 
200 

Gin Tyr Gly Leu 
215 

Ser lie Asn Ser 
230 

Ser Gly Tyr Arg 
245 

Glu Leu Val Leu 

Lys Thr Glu Ser 
280 

Ser Lys Lys His 
295 

Glu Ser Val lie 
310 

His Leu Cys Lys 
325 

Leu Pro Ser Ser 
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Asn Asp Asp Arg 

Asp Pro Ser Thr 
220 

Met Ser Lys Leu 
235 

Phe Leu Pro Asn 
250 

Asn Ala Asn Asn 
265 

Lys Pro Lys Lys 

Asn Leu Gin lie 
300 

Pro Gly Gin Gly 
315 

Val Pro Asn Tyr 
330 

Phe Asn Thr Lys 
345 




Val Thr lie Gly 
205 

Pro Leu Thr His 

Asn Tyr Tyr Lys 
240 

Ser Lys Leu Ser 
255 

Tyr Asn Asp Met 
270 

Ser Phe Arg Lys 
285 

Asp Pro Asn Ser 

Phe lie Pro Asp 
320 

Tyr Val Thr Ser 
335 

Asn Leu Asn Ala 
350 



239 



Thr Ser Asn Ser 
355 

Lys Ser lie Gin 
370 

His Thr Lys Tyr 
385 

Asn Tyr Lys Asp 

Ser Ser Asn Lys 
420 

Arg Tyr Asn Lys 
435 

Asn Phe Val Glu 
450 

Tyr Ser Asn Leu 
465 

Leu Asn Thr Tyr 



Ser Tyr Leu Phe 
360 

Lys Leu Val Phe 
375 

Phe Tyr Thr Lys 
390 

Gly Ala Leu Met 
405 

Lys Pro Arg His 

Ser Leu Lys Gly 
440 

Tyr Leu Leu Ser 
455 

Glu lie Leu His 
470 

Arg Gly Val Ala 
485 



Asn Asp Asn Val 

Asn Ser Asp Thr 
380 

Thr Tyr Arg Gly 
395 

Asn Lys lie Asn 
410 

Lys Arg Lys Val 
425 

Leu Val His Glu 

Glu Gin Arg Lys 
460 

Asn Ser Leu Gin 
475 

Gin Glu Thr Trp 
490 



Lys lie Lys Ser 
365 

Asp Asn Tyr His 

Pro Gly Ser Gly 
400 

Lys lie His Leu 
415 

Ser Asn Asn Asn 
430 

Lys Phe Asp Lys 
445 

Tyr Thr Glu Asp 

Phe Asn Val Leu 
480 

Asn Asn Tyr Tyr 
495 
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Lys Phe Lys Leu 
500 

Ala Asn Glu Leu 
515 

Trp Ala Glu Glu 
530 

Glu Asp Glu Arg 
545 

Arg Lys Lys Asp 

Ser Leu Ser Asp 
580 

Glu Leu Ala Gin 
595 

Lys Thr Lys Phe 
610 

Pro Pro Gin Pro 
625 

Ser Leu Pro Thr 



lie Asp Phe Glu 

Glu Glu Arg Lys 
520 

Glu Lys Leu Arg 
535 

Asn Glu Phe Glu 
550 

Leu Tyr Glu Lys 
565 

Ser Phe Glu Ala 

lie Gin Gin Asp 
600 

Glu Ala Lys Arg 
615 

lie Glu Thr Pro 
630 

Val Tyr Pro Glu 
645 



Gin Leu Lys Ala 
505 

Leu Asp Ala Ala 

Gin Glu Arg Leu 
540 

Gin Leu Gin Ser 
555 

Leu Arg Arg Arg 
570 

Asp Ser Glu Asn 
585 

Phe Glu Ser Ser 

Lys Asp Leu lie 
620 

Gin Leu Asp Leu 
635 

lie lie Arg Asn 
650 



Leu Gin Met Glu 
510 

Arg His Gin Gin 
525 

Arg Leu Val Phe 

Glu Phe Gly Gin 
560 

Gin Leu Glu Ala 
575 

Asp Asp Glu Ser 
590 

Ala Asn Ala Leu 
605 

Asn Pro Ala Pro 

Asn Asn Lys Phe 
640 

Leu Pro Leu Glu 
655 



• + 
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Leu Arg Gly lie 
660 

Lys Pro lie Leu 
675 

Tyr Leu Thr Arg 
690 

Gly Trp Asp Asn 
705 



Val Gin Glu Ser 

Tyr Val Thr Thr 
680 

lie Glu lie lie 
695 

Phe Lys Lys Tyr 
710 



Lys Glu Glu Leu 
665 

Tyr Pro Glu Arg 

Lys Leu Pro Asn 
700 

Lys Asp- Ser Asp 
715 



Pro Pro lie Lys 
670 

Pro Asn Pro Glu 
685 

Ala Asn Ser Val 
Val 



<210> 93 
<211> 411 
<212> DNA 

<213> Candida albicans 
<400> 93 

atgaatagat tcttattcaa ctgtttatta 
ttattcatgt ctgctgatgg taagaaagaa 
ggggaattac aagttaaatt aggagataaa 
catgctgttg ttcaccctgc tgatcaccat 
gttgaaccag aacaaaaaca aaaagaggat 
cctgacatta ataaaccaaa ggttgatcct 
aaagaaagag aagccaaatt aaaagctgaa 



ttcattggtt tacttttaat atacaaatat 60 
gatattcttg aaactggtga gaaaattgat 12 0 
ttctttccca tttcaagatt tgctaaacct 180 
tcgaaagttg atgccaacaa gttccccgat 240 
ttaaaagagt ttaaccaaca agtcttaaag 300 
aattcatttc cagatattga accagaggct 360 
agacttaaaa agagccaata a 411 
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<210> 94 
<211> 136 
<212> PRT 

<213> Candida albicans 
<400> 94 

Met Asn Arg Phe Leu Phe Asn Cys Leu Leu Phe lie Gly Leu Leu Leu 
15 10 15 

lie Tyr Lys Tyr Leu Phe Met Ser Ala Asp Gly Lys Lys Glu Asp lie 
20 25 30 

Leu Glu Thr Gly Glu Lys lie Asp Gly Glu Leu Gin Val Lys Leu Gly 
35 40 45 

Asp Lys Phe Phe Pro lie Ser Arg Phe Ala Lys Pro His Ala Val Val 
50 55 60 

His Pro Ala Asp His His Ser Lys Val Asp Ala Asn Lys Phe Pro Asp 
65 70 75 80 

Val Glu Pro Glu Gin Lys Gin Lys Glu Asp Leu Lys Glu Phe Asn Gin 
85 90 95 

Gin Val Leu Lys Pro Asp lie Asn Lys Pro Lys Val Asp Pro Asn Ser 
100 105 110 



Phe Pro Asp lie Glu Pro Glu Ala Lys Glu Arg Glu Ala Lys Leu Lys 
115 120 125 
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Ala Glu Arg Leu Lys Lys Ser Gin 
130 135 



<210> 95 
<211> 1193 
<212> DNA 

<213> Candida albicans 



<400> 95 

tgacataaaa cgtgtaacca ctacccaaaa gtgtatgttt aaaatactgt ataaacaaaa 60 
ccaccctatt ctctgaacat tgaatcaact ttaagtttac tgttgtataa tttaagcaaa 120 
actttgcttc aaattcatat taaaatttta aaaacaattg atccatccat atttctttgc 180 
tgccagccat cttctttttc tggttaagtc ttacacgact caagtgtgta aagttttttt 240 
tttttgctac acgtcttgaa ttttttttcc tttcagaaat tttatatatt gaagccaatt 300 
tcatttcgaa cttaatcatt tttttttata aatatttagc aaaataatta gccatatcaa 360 
ttacaaataa tttttacatt tgaataaacc cagataaact ttcaaatcca tcctagcacc 420 
ttcataatcc attctatata tttgcttctt tattgtctac agtcatttcc gttgcaatgt 480 
cctcttctaa tgatacacca tctttatttg tcacaccaca aacaccacca agacagcaac 540 
aaaggagaaa aagtaataca ggagctatat ctacacccgt tgcctcatca gtattattaa 600 
ctccatctac aacaacaaaa aaacctacaa gaactccagt atcacagaaa agaaaacaag 660 
gtgtacagtt gtctccacca caggcaaaca aattcccctt tactccaatc acccctcaaa 720 
aatcaccatg caagacaaga aagaatttgg atttattcac tagtaacgaa aaatttggct 780 
tattgttacc atcgccatcc actattggtt ctggtagatg tcataactct ttcacgcaag 840 
ctccacctcc attatttgat ttgaagaagg ttaatgagtt taaagtacct aagacacccg 900 
caaaacaaat tatagacaac tctagaacaa aagaatcaga aaatgaagat gactgggaag 960 
tgatggacat agatgaagtt gccaaaattc ctcgtgcaaa gttgaggaac ccttttatag 102 0 
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acacttttga accaacgagt ccggttacac ctgaggagag tactggagat agaattaact 1080 
atgacacaca tatggaattg ataaacagta aaactggtaa gaaaagagtt gtaaagttaa 114 0 
caaagaatca aatgaaaatc aaaccaaaga gattatcgtt tgataatata taa 1193 

<210> 96 
<211> 238 
<212> PRT 

<213> Candida albicans 
<400> 96 

Met Ser Ser Ser Asn Asp Thr Pro Ser Leu Phe Val Thr Pro Gin Thr 
15 10 15 

Pro Pro Arg Gin Gin Gin Arg Arg Lys Ser Asn Thr Gly Ala lie Ser 
20 25 30 

Thr Pro Val Ala Ser Ser Val Leu Leu Thr Pro Ser Thr Thr Thr Lys 
35 40 45 

Lys Pro Thr Arg Thr Pro Val Ser Gin Lys Arg Lys Gin Gly Val Gin 
50 55 60 

Leu Ser Pro Pro Gin Ala Asn Lys Phe Pro Phe Thr Pro lie Thr Pro 
65 70 75 80 

Gin Lys Ser Pro Cys Lys Thr Arg Lys Asn Leu Asp Leu Phe Thr Ser 
85 90 95 



Asn Glu Lys Phe Gly Leu Leu Leu Pro Ser Pro Ser Thr lie Gly Ser 
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100 

Gly Arg Cys His 
115 

Leu Lys Lys Val 
130 

lie lie Asp Asn 
145 

Glu Val Met Asp 

Arg Asn Pro Phe 
180 

Glu Glu Ser Thr 
195 

lie Asn Ser Lys 
210 

Gin Met Lys lie 
225 



Asn Ser Phe Thr 
120 

Asn Glu Phe Lys 
135 

Ser Arg Thr Lys 
150 

lie Asp Glu Val 
165 

lie Asp Thr Phe 

Gly Asp Arg lie 
200 

Thr Gly Lys Lys 
215 

Lys Pro Lys Arg 
230 



105 

Gin Ala Pro Pro 

Val Pro Lys Thr 
140 

Glu Ser Glu Asn 
155 

Ala Lys lie Pro 
170 

Glu Pro Thr Ser 
185 

Asn Tyr Asp Thr 

Arg Val Val Lys 
220 

Leu Ser Phe Asp 
235 



110 

Pro Leu Phe Asp 
125 

Pro Ala Lys Gin 

Glu Asp Asp Trp 
160 

Arg Ala Lys Leu 
175 

Pro Val Thr Pro 
190 

His Met Glu Leu 
205 

Leu Thr Lys Asn 
Asn lie 



<210> 97 
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<211> 888 
<212> DNA 

<213> Candida albicans 



<400> 97 



atgcaattct 


catccgctgt 


cgt c t tat cc 


gctgctyctg 




yy ^ uy c l o glv- 


60 


tccaactcca 


ctgttactga 


cattcaaacc 


actgttgtca 


ccatcact tc 


atgtgaagaa 


ion 


aacaaatgtc 


acgaaactga 


agttaccact 


ggtgt tacca 


ccytcactya 


a <t 4~ +- /— r ^ a j- 
ayttyaCaCt 


J- o \j 


acgtacacca 


cctactgccc 


attgtcaacc 


actgaagctc 


cagctccatc 


t~ ^ /*■> i - f - a /~" t~ 
LdCuyLLav^U 


0 4. 0 

T V 


gatgtttcta 


ccaccgttgt 


caccatcacc 


tcatgtgaag 


aagacaaatg 


tcacgaaacc 


300 


gctgtcacca 


ccggtgtcac 


cactgtcact 


gaaggtacta 


ccatctacac 


tacctactgc 


360 


ccattgccat 


ctactgaagc 


tccaggtcca 


gctccatcta 


ctgctgaaga 


atctaaacca 


420 


gctgaatctt 


ccccagttcc 


aaccaccgct 


gctgaatctt 


ccccagctaa 


aactactgct 


480 


gctgaatctt 


ccccagctca 


agaaaccact 


ccaaagaccg 


ttgctgctga 


atcttcttca 


540 


gctgaaacta 


ctgctccagc 


tgtctctacc 


gctgaagccg 


gtgctgctgc 


taacgctgtc 


600 


ccagttgctg 


ctggtttgtt 


ggctttggct 


gctttgtttt 


aagtttacta 


gagcttaaat 


660 


caaatattta 


caaacaaaat 


tttcattttc 


ccccttttcc 


ctttcttcat 


tcttcaaaaa 


720 


aagggttatt 


tactattaat 


tgataaattt 


atggtttcat 


gttaatgtac 


cctttttttt 


780 


ataaacattg 


ttattattat 


tatcatcatt 


agtttattta 


tattttcgtg 


aggttttccg 


840 


gtttaattaa 


attttttgga 


tacatattaa 


aaatttattt 


ggtactag 




888 



<210> 98 
<211> 213 
<212> PRT 

<213> Candida albicans 



<400> 98 

Met Gin Phe Ser Ser Ala Val Val Leu Ser Ala Val Ala Gly Ser Ala 
15 10 15 
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Leu Ala Ala Tyr 
20 

Val Thr lie Thr 
35 

Thr Thr Gly Val 
50 

Tyr Cys Pro Leu 
65 

Asp Val Ser Thr 

Cys His Glu Thr 
100 

Thr Thr lie Tyr 
115 

Gly Pro Ala Pro 
130 

Pro Val Pro Thr 
145 



Ser Asn Ser Thr 

Ser Cys Glu Glu 
40 

Thr Thr Val Thr 
55 

Ser Thr Thr Glu 
70 

Thr Val Val Thr 
85 

Ala Val Thr Thr 

Thr Thr Tyr Cys 
120 

Ser Thr Ala Glu 
135 

Thr Ala Ala Glu 
150 



Val Thr Asp lie 
25 

Asn Lys Cys His 

Glu Val Asp Thr 
60 

Ala Pro Ala Pro 
75 

lie Thr Ser Cys 
90 

Gly Val Thr Thr 
105 

Pro Leu Pro Ser 

Glu Ser Lys Pro 
140 

Ser Ser Pro Ala 
155 



Gin Thr Thr Val 
30 

Glu Thr Glu Val 
45 

Thr Tyr Thr Thr 

Ser Thr Ala Thr 
80 

Glu Glu Asp Lys 
95 

Val Thr Glu Gly 
110 

Thr Glu Ala Pro 
125 

Ala Glu Ser Ser 

Lys Thr Thr Ala 
160 
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Ala Glu Ser Ser Pro Ala Gin Glu Thr Thr Pro Lys Thr Val Ala Ala 
165 170 175 



Glu Ser Ser Ser Ala Glu Thr Thr Ala Pro Ala Val Ser Thr Ala Glu 
180 185 190 



Ala Gly Ala Ala Ala Asn Ala Val Pro Val Ala Ala Gly Leu Leu Ala 
195 200 205 



Leu Ala Ala Leu Phe 
210 



<210> 99 
<211> 977 
<212> DNA 

<213> Candida albicans 



<400> 99 

cacattcaac tttacttctt cattatcatt gctaatccat cttatatcaa gtttagatta 60 
attgttatta aattttccaa cttctatata ctcaatctta gacaaccaca ccacaccaaa 120 
ttacaccacc tataaatata aacaatgtca aaagacgaat atttcggtaa acctagtggt 180 
ccaccaccaa attataataa tcaaccccaa tcacaacaac cacaacaaag ttatgtacca 240 
caatcacaac ccaattattc tcaacaaaca caagatcgag ggatgtttag tggtggtggt 3 00 
ggtggtcatg gccactatca acaacaacaa ggatataatg cttatggacc • accacctcca 360 
caaggtggat attatcaaca acagccaggt ggtggtggtg gatattatca acaacaacaa 42 0 
caacaacaac ctatgtatgt acaacaacaa ccacgttctg gaggtaatga ttcttgttta 480 
atgggttgtc ttgctgcatt atgtgtttgc tgtactttag atatgctttt ttaagccaga 540 
tatatctact acccgtcttg ttgttttttc ttcttctata ttcgttgtct tcccccccct 600 



/ 
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ttttttgttt tgttaaattc gtttattatt actattatta taattgttat ttttaaagtt 660 
ttatttaata ttattgctaa tattactgct attacgacta tatcactttc aagaaatgaa 720 
atgaaattta atttaattac aagatttgtt gaaatctttc cttttttttt tttttttttg 780 
ctatttaatt aatttacata taaaggtttt actcctattc cttttgagta tgttattata 840 
attaatggtt attaatatat tcttcaatta agttccacta tgatgttttg gtggtggtgg 900 
tggtggtgat agtagtttac tttttgtttt tttgtgttca aattttaaaa agagatctaa 960 
ctatattgta aaaaaaa 977 

<210> 100 
<211> 129 
<212> PRT 

<213> Candida albicans 
<400> 100 

Met Ser Lys Asp Glu Tyr Phe Gly Lys Pro Ser Gly Pro Pro Pro Asn 
15 10 15 

Tyr Asn Asn Gin Pro Gin Ser Gin Gin Pro Gin Gin Ser Tyr Val Pro 
20 25 30 

Gin Ser Gin Pro Asn Tyr Ser Gin Gin Thr Gin Asp Arg Gly Met Phe 
35 40 45 

Ser Gly Gly Gly Gly Gly His Gly His Tyr Gin Gin Gin Gin Gly Tyr 
50 55 60 



Asn Ala Tyr Gly Pro Pro Pro Pro Gin Gly Gly Tyr Tyr Gin Gin Gin 
65 70 75 80 
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Pro Gly Gly Gly Gly Gly Tyr Tyr Gin Gin Gin Gin Gin Gin Gin Pro 
85 90 95 

Met Tyr Val Gin Gin Gin Pro Arg Ser Gly Gly Asn Asp Ser Cys Leu 
100 105 110 

Met Gly Cys Leu Ala Ala Leu Cys Val Cys Cys Thr Leu Asp Met Leu 
115 120 125 

Phe 



<210> 101 
<211> 2994 
<212> DNA 

<213> Candida albicans 



<400> 101 



atgactttac 


caattcagga 


tttagaacct 


gattattata 


tttccgtcaa 


ttatcctacc 


60 


accgataatg 


gatcaccaac 


cccacaagct 


gaaaaatcat 


tgaaaacatt 


aattgattta 


120 


ttatacgata 


aagggtttgc 


cgcccaaatt 


agacctggtg 


atttagacca 


tttgttagtc 


180 


tttgttaaat 


tgtcttcata 


caagttttct 


gaagaagctg 


aaaaagattt 


aattaaaaat 


240 


tatgaatttg 


gtgtcacggg 


taaagatgac 


gtgttagctt 


ctaaacttag 


aattatttat 


300 


caatacttaa 


cttatccaca 


atcagttggt 


ggatgtggta 


ttactcctaa 


ttctggggat 


360 


tggaaatttg 


tcaccagtat 


tgttccaatt 


actaatgcct 


ttaatgaaac 


cactttagtt 


420 


gaagatttaa 


aaattaatgt 


tactcaacca 


aatttatcaa 


ttgccactat 


caaaaagaca 


480 


tatggagttg 


aagttgctct 


ttattttgaa 


tatataaaac 


attacacttt 


ttggttatta 


540 
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ttgctttcta 


ttattggtct 


tgtatctcat 


tttagaaaag 


ataaacgatt 


cctgttaact 


600 


tttgccttta 


tcaatttgct 


ttggggggtt 


ttattccttg 


catcatggca 


tagaagagaa 


660 


caacatttgg 


ttaatgtatg 


gggtgttcaa 


aatagtcatt 


taattgaaga 


acataattcc 


720 


gaattggcta 


aagtcaatga 


aagatatgaa 


gaaaaatcaa 


cttatttcca 


tgcaaataat 


780 


accaatggat 


tcagattttt 


aaaacaattg 


gcatttatcc 


ccattgcctt 


ggtgtttgtt 


840 


ggtgttttga^ttagttatca 


attgagttgt 


ttctgtattg 


aaatcttttt 


aaccgatatt 


900 


tatgatggcc 


ccgggaaatc 


tttattgact 


ttattaccaa 


cggttttaat 


cagtgtattt 


960 


gtgccaattt 


tgaccattgt 


ttataatgct 


gtcacggata 


ttattattaa 


atgggaaaat 


1020 


catgataacc 


aatatagcaa 


aaataattct 


attcttgtta 


aaacctttgt 


gttgaatttc 


1080 


ttgactggtt 


atgttccatt 


aatcatcact 


tcattcatat 


atttaccatt 


tgctcatttg 


1140 


gtgcaacctc 


atttaggtga 


tattaaaacc 


actattgcca 


catatgctgg 


tgaaaataga 


1200 


ttctacacca 


aatacttgtt 


gaaattaaag 


agtcaagaag 


aatttaaaat 


caatcaaggt 


1260 


agattagatg 


ctcaattctt 


ttatttcatt 


gtcacaaatc 


aagttataca 


attggtattg 


1320 


aaatatattc 


tcccattggg 


tttaagattt 


gtatttaatt 


ttattgaaac 


gaaaattcag 


1380 


aagaaacctc 


aattacaaac 


taaagatgat 


aaccctgatg 


aatctatttg 


gttacataat 


1440 


gtcagattat 


cgttgaaact 


tcctgaatat 


aatgttgatg 


atgattttag 


aggattagtt 


1500 


ttacaatttg 


gatatttgat 


aatgtttggt 


ccagtttggc 


cattggcacc 


attggtttgt 


1560 


attattttca 


"atttaatttt 


tttcaagttg 


gataatttta 


aattattgaa 


tggtaaatat 


1620 


ttcaaaccac 


cagttccaag 


aagagttgat 


tctattcatc 


catggaattt 


agcccttttc 


1680 


ttgttagcat 


ggattggatc 


aattatttcc 


cccgtggtca 


cggcatttta 


ccgtcatggt 


1740 


actgctccac 


caaaatctat 


gggtcaattt 


gcccttgata 


aagctagtgt 


tcatgtttca 


1800 


tcctcagttt 


tcttggtttt 


attaatgttt 


gtttcagaac 


atggattttt 


gattttgagt 


1860 


tatcttttat 


ttgaattctc 


ttctttgttc 


aagagtcaag 


ttgaatggga 


aaatgatttt 


1920 


gttgataatg 


atattaaatt 


gagacatgat 


tattattctg 


ggaaagtaaa 


accaacttat 


1980 


aaagtccact 


cggatgagtt 


gtgggagaag 


tttaccccac 


aatcaacttt 


gaatttcact 


2040 


gttcctaaac 


caaccgcaga 


aactgatgat 


aaagttgaaa 


aaattgcttc 


taccgaaggt 


2100 


gcttatctga 


cttctgcaga 


aaaatctact 


actactgcta 


cttctcgttc 


tgataagagt 


2160 


aaaattcttg 


ctgaaaagga 


agctattttg 


aaacaaaagg 


aagctgagtt 


ggccgaatta 


2220 




252 



gaaaagaaaa 


agaccaaact 


aaatgat ttt 


aaagatccaa 


ccgattctgt 


cattaaaacc 


2280 


aaatcaagtg 


ccaatggtaa 


agctgtgt ta 


agtacaattg 


acaataacaa 


acatgttagt 


2340 


gat at tgat c 


cagatgccgc 


cgccgcagca 


actgcaacat 


ctactgctaa 


tgattctggt 


2400 


acaaaaaaat 

%J w GL GL CI U \-A ^ 


caacatcaac 

V* ^ta* t*. ^ ^rf U %A 


atcaacat ca 


gcagccacag 


atactac taa 


cactgcccca 


2460 


tctcattcta 

^- V—- 1— » V-» V* 


gtccaactcc 


tgtcacttct 


tc tgaaaaat 


caaacaacaa 


caacaacagt 


2520 


aaarcaaata 


atagtaccaa 


atctacttta 


gcaaatgatg 


aaacaagaaa 


aacacttgat 


2580 


c c i~ a a acrcrccr 

^ V* *— CL C*.0»J »j >J 


ttaaaaacac 


t acaacaggt 


gataaagaca 


cagt t t catc 


agacaaagca 


2640 


tctctgccaa 


ttgaagataa 


agaaagttca 


ccatccctag 


ctggaagttc 


aacatcaaca 


2700 


ccaagtggaa 


ctgataaaaa 


aacatctcct 


aaaaaattag 


ttaccaatgc 


tgtcaataaa 


2760 


gttgaaaata 


atgatgattt 


caaaaaattc 


attaatgagg 


ctgaaaagga 


agctaaaaaa 


2820 


tccaaatctg 


gattgaaaaa 


attatttaac 


aagaagtaga 


agttgtttaa 


attgtttcga 


2880 


tataaattgt 


atgaattcca 


gtttttttat 


ttttatttta 


ttttatttta 


gtttagtttt 


2940 


gatttcattt 


ttgtttttgt 


ttaatttgca 


atacaatata 


atgtttattt 


ttta 


2994 



<210> 102 
<211> 952 
<212> PRT 

<213> Candida albicans 
<400> 102 

Met Thr Leu Pro lie Gin Asp Leu Glu Pro Asp Tyr Tyr lie Ser Val 
1 5 10 15 

Asn Tyr Pro Thr Thr Asp Asn Gly Ser Pro Thr Pro Gin Ala Glu Lys 
20 25 30 



Ser Leu Lys Thr Leu lie Asp Leu Leu Tyr Asp 
35 40 



Lys Gly Phe Ala Ala 



45 
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Gin lie Arg Pro 
50 

Ser Ser Tyr Lys 
65 

Tyr Glu Phe Gly 

Arg lie lie Tyr 
100 

Gly lie Thr Pro 
115 

Pro lie Thr Asn 
130 

lie Asn Val Thr 
145 

Tyr Gly Val Glu 

Phe Trp Leu Leu 
180 



Gly Asp Leu Asp 
55 

Phe Ser Glu Glu 
70 

Val Thr Gly Lys 
85 

Gin Tyr Leu Thr 

Asn Ser Gly Asp 
120 

Ala Phe Asn Glu 
135 

Gin Pro Asn Leu 
150 

Val Ala Leu Tyr 
165 

Leu Leu Ser lie 



His Leu Leu Val 
60 

Ala Glu Lys Asp 
75 

Asp Asp Val Leu 
90 

Tyr Pro Gin Ser 
105 

Trp Lys Phe Val 

Thr Thr Leu Val 
140 

Ser lie Ala Thr 
155 

Phe Glu Tyr lie 
170 

lie Gly Leu Val 
185 



Phe Val Lys Leu 

Leu lie Lys Asn 
80 

Ala Ser Lys Leu 
95 

Val Gly Gly Cys 
110 

Thr Ser lie Val 
125 

Glu Asp Leu Lys 

lie Lys Lys Thr 
160 

Lys His Tyr Thr 
175 

Ser His Phe Arg 
190 



Lys Asp Lys Arg Phe Ser Leu Thr Phe Ala Phe lie Asn Leu Leu Trp 



195 

Gly Val Leu Phe 
210 

Asn Val Trp Gly 
225 

Glu Leu Ala Lys 

i. 

I 

His Ala Asn Asn 
260 

lie Pro lie Ala 
275 

Ser Cys Phe Cys 
290 

Gly Lys Ser Leu 
305 

Val Pro lie Leu 

Lys Trp Glu Asn 
340 



200 

Leu Ala Ser Trp 
215 

Val Gin Asn Ser 
230 

Val Asn Glu Arg 
245 

Thr Asn Gly Phe 

Leu Val Phe Val 
280 

lie Glu lie Phe 
295 

Leu Thr Leu Leu 
310 

Thr He Val Tyr 
325 

His Asp Asn Gin 
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His Arg Arg Glu 
220 

His Leu He Glu 
235 

Tyr Glu Glu Lys 
250 

Arg Phe Leu Lys 
265 

Gly Val Leu He 

Leu Thr Asp He 
300 

Pro Thr Val Leu 
315 

Asn Ala Val Thr 
330 

Tyr Ser Lys Asn 
345 




205 

Gin His Leu Val 

Glu His Asn Ser 
240 

Ser Thr Tyr Phe 
255 

Gin Leu Ala Phe 
270 

Ser Tyr Gin Leu 
285 

Tyr Asp Gly Pro 

He Ser Val Phe 
320 

Asp He lie He 
335 

Asn Ser He Leu 
350 
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Val Lys Thr Phe 
355 

lie Thr Ser Phe 
370 

Leu Gly Asp lie 
385 

Phe Tyr Thr Lys 

lie Asn Gin Gly 
420 

Asn Gin Val lie 
435 

Arg Phe Val Phe 
450 

Leu Gin Thr Lys 
465 

Val Arg Leu Ser 
Arg Gly Leu Val 



Val Leu Asn Phe 
360 

lie Tyr Leu Pro 
375 

Lys Thr Thr lie 
390 

Tyr Leu Leu Lys 
40 5 

Arg Leu Asp Ala 

Gin Leu Val Leu 
440 

Asn Phe lie Glu 
455 

Asp Asp Asn Pro 
470 

Leu Lys Leu Pro 
485 

Leu Gin Phe Gly 



Leu Thr Gly Tyr 

Phe Ala His Leu 
380 

Ala Thr Tyr Ala 
395 

Leu Lys Ser Gin 
410 

Gin Phe Phe Tyr 
425 

Lys Tyr lie Leu 

Thr Lys lie Gin 
460 

Asp Glu Ser lie 
475 

Glu Tyr Asn Val 
490 

Tyr Leu lie Met 



Val Pro Leu lie 
365 

Val Gin Pro His 

Gly Glu Asn Arg 
400 

Glu Glu Phe Lys 
415 

Phe lie Val Thr 
430 

Pro Leu Gly Leu 
445 

Lys Lys Pro Gin 

Trp Leu His Asn 
480 

Asp Asp Asp Phe 
495 

Phe Gly Pro Val 



500 

Trp Pro Leu Ala 
515 

Lys Leu Asp Asn 
530 

Val Pro Arg Arg 
545 

Leu Leu Ala Trp 

Tyr Arg His Gly 
580 

Asp Lys Ala Ser 
595 

Met Phe Val Ser 
610 

Glu Phe Ser Ser 
625 

Val Asp Asn Asp 




Pro Leu Val Cys 
520 

Phe Lys Leu Leu 
535 

Val Asp Ser lie 
550 

lie Gly Ser lie 
565 

Thr Ala Pro Pro 

Val His Val Ser 
600 

Glu His Gly Phe 
615 

Leu Phe Lys Ser 
630 

lie Lys Leu Arg 
645 
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505 

lie lie Phe Asn 

Asn Gly Lys Tyr 
540 

His Pro Trp Asn 
555 

lie Ser Pro Val 
570 

Lys Ser Met Gly 
585 

Ser Ser Val Phe 

Leu lie Leu Ser 
620 

Gin Val Glu Trp 
635 

His Asp Tyr Tyr 
650 




510 

Leu lie Phe Phe 
525 

Phe Lys Pro Pro 

Leu Ala Leu Phe 
560 

Val Thr Ala Phe 
575 

Gin Phe Ala Leu 
. 590 

Leu Val Leu Leu 
605 

Tyr Leu Leu Phe 

Glu Asn Asp Phe 
640 

Ser Gly Lys Val 
655 
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Lys Pro Thr Tyr 
660 

Pro Gin Ser Thr 
675 

Asp Asp Lys Val 
690 

Ser Ala Glu Lys 
705 

Lys lie Leu Ala 

Leu Ala Glu Leu 
740 

Pro Thr Asp Ser 
755 

Val Leu Ser Thr 
770 

Asp Ala Ala Ala 
785 

Ala Lys Lys Ser 



Lys Val His Ser 

Leu Asn Phe Thr 
680 

Glu Lys lie Ala 
695 

Ser Thr Thr Thr 
710 

Glu Lys Glu Ala 
725 

Glu Lys Lys Lys 

Val lie Lys Thr 
760 

lie Asp Asn Asn 
775 

Ala Ala Thr Ala 
790 

Thr Ser Thr Ser 



Asp Glu Leu Trp 
665 

Val Pro Lys Pro 

Ser Thr Glu Gly 
700 

Ala Thr Ser Arg 
715 

lie Leu Lys Gin 
730 

Thr Lys Leu Asn 
745 

Lys Ser Ser Ala 

Lys His Val Ser 
780 

Thr Ser Thr Ala 
795 

Thr Ser Ala Ala 



Glu Lys Phe Thr 
670 

Thr Ala Glu Thr 
685 

Ala Tyr Ser Thr 

Ser Asp Lys Ser 
720 

Lys Glu Ala Glu 
735 

Asp Phe Lys Asp 
750 

Asn Gly Lys Ala 
765 

Asp lie Asp Pro 

Asn Asp Ser Gly 
800 

Thr Asp Thr Thr 
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805 810 815 

Asn Thr Ala Pro Ser His Ser Gly Pro Thr Pro Val Thr Ser Ser Glu 
820 825 830 

Lys Ser Asn Asn Asn Asn Asn Ser Lys Pro Ser Asp Ser Thr Lys Ser 
835 840 845 

Thr Leu Ala Asn Asp Glu Thr Arg Lys Thr Leu Asp Pro Lys Gly Val 
850 855 860 

Gly Ser Thr Thr Thr Gly Asp Lys Asp Thr Val Ser Ser Asp Lys Ala 
865 870 875 880 

Ser Ser Pro lie Glu Asp Lys Glu Ser Ser Pro Ser Leu Ala Gly Ser 
885 890 895 

Ser Thr Ser Thr Pro Ser Gly Thr Asp Lys Lys Thr Ser Pro Lys Lys 
900 .905 910 

Leu Val Thr Asn Ala Val Asn Lys Val Glu Asn Asn Asp Asp Phe Lys 
915 920 925 

Lys Phe lie Asn Glu Ala Glu Lys Glu Ala Lys Lys Ser Lys Ser Gly 
930 935 940 



Leu Lys Lys Leu Phe Asn Lys Lys 
945 950 
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<210> 103 
<211> 72 
<212> PRT 

<213> Candida albicans 
<400> 103 

Met Leu Val lie Leu lie Gin Met Pro Pro Pro Gin Gin Ser Gin His 
15 10 15 

Leu Ser Leu Met lie Ser Val Gin Lys Asn Gin His Gin His Gin His 
20 25 30 

Gin Gin Pro Gin He Leu Leu Thr Ser Pro His Leu He Ser Val Gin 
35 40 45 

Leu Ser Ser Leu Leu Ser Lys Asn Gin Thr Thr Thr Thr Thr Val Ser 
50 55 60 

Gin Val He Val Pro Asn Leu Leu 
65 70 



<210> 104 
<211> 4809 
<212> DNA 

<213> Candida albicans 
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<400> 104 

atggtatgta aggagggttt gccaagtcat 
attgatttaa aagactttag aagaggtata 
tacaaactcg caagaaagca ttttgaaacc 
agtgaatacg cctccgagta cattgaggat 
gaatctgaaa taagtgattt atccagtatt 
gcctctcctt cggaacttga tgagtctaat 
cgggacatac ttgtatccaa tgcagggaaa 
ttgtcaatac cagaggttga tggtcgagtg 
gcaaagacaa tgttggaaag attcaaacct 
attaaaatta ttcgtggacc aagaaagaag 
gctttggtaa ttcgattacc ccggaaagtg 
ttgaagaatg cattggtttt gaagtcagca 
gatccaagca ctaaattctg ggccagattg 
gatttcacca agtcgataca cgatgcatat 
agtgtcccca acagattttt attttacact 
gcaataaagc aattgctgca gaattttaga 
accatctatc catcacaaaa aaatgcaatt 
gtattgggaa tggaactacg tgcggatcct 
ctaggaaaaa tcgaacaaaa ggaacgtatt 
caagagatac tagatggagt cgaaagcaat 
gctgcaccca tacccagccc tgcgcctatt 
ccaaacgttg ctggcgattc cattactaga 
gaatgttcat ttaccagtgg ggcaggattg 
ccaacaaaga ccagtgttaa tggagtagct 
aaatatactg tagaagaagc tgaggaaaga 
aatttcagca agtcgtggtg cagaaaatat 
tggaaagaaa gaggtgaaaa catttggggt 
aagtatgaca ttgtagagta tgatcatggc 



aagctatatg atgaaaaatt aggaaaagaa 6 0 
tctttcaagg tttttgattt ttctgtcacg 120 
agtgttgccc ttttaaaagc cttcacattg 180 
tttgataagg tcactgaagt acaagttagt 24 0 
aactcagcag agtctatacc cttaaatgat 300 
actaagaaaa taaaaacagt cttaactgta 360 
ctggatgaaa aggatccaga cagattaact 420 
gacatgtttc ttgtctggtg ctgtttctat 480 
actgtagaaa gcagttgtac caagaaccaa 54 0 
ttgaagcttg atgttcacct tgattctgtg 600 
gatgttatga tagaaatcga cagagcacgc 660 
gatatagtaa actgtcgatt atacgttgtt 720 
ttaatcatta aagaacctaa gtttagtatt 780 
tttggcatat ccaccagatc aatcagaatt 840 
gttattgaca atttcataac atttttcaaa 900 
tattttaatt ggggaattga cgaattcgaa 960 
gttttccctc atgtcaatat caaaactgca 1020 
tttgaaaata aattagcatt gatatttgag 1080 
aggaaatgga aagcatttga gaaaaaatct 114 0 
attgaagatc aaattgaatt gtcaaatatt 12 00 
gcttccaaga ctactacaag tacgatgaca 1260 
ccagacagtc ctcctagaag tggatcctca 1320 
ataaaaaata aactcttgaa tagaaagaaa 13 80 
ccagtgaatg aaatagaacc agcagatgca 14 4 0 
attgctgaag caaaagaaag gttatttgag 1500 
agagtttttg aagaaaccaa atgccgtaaa 1560 
tcccatgata ttaatgaagt tatgaaggaa 162 0 
aagcctttaa ctggagctat atttagagat 1680 
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gttgacttaa 


cattggataa 


atttaagcta 


ggagatgttg 


acaaattttt 


atatgactat 


1740 


gctaaacatc 


aaccaaagtt 


gacttattcc 


attttgtgtc 


caatgtatgt 


tgaactcaaa 


1800 


gccaggaagt 


tttatatgat 


tttgaaagat 


tatccactac 


cagtagcttc 


attcccacga 


1860 


agtaacacac 


catcatcacc 


aacgatccat 


attaaaacca 


acttggtcat 


tcatgaaaaa 


1920 


ttgtttagta 


gaaaggaaga 


attgagatat 


atatatgttc 


cattttcccc 


tgcagttcct 


1980 


gatgatggta 


gagccgataa 


tttttactca 


gtaaatatac 


cgagaacatt 


aacgcctgtt 


2040 


aaagtagcag 


ctgatttcaa 


ttgtgattta 


aataccgata 


gatcctgtac 


cattagttgg 


2100 


tgtaagtctt 


atcagcctgc 


tttttcggca 


atggcaatgg 


cgtttgaaaa 


ttttaccaaa 


2160 


cctgctattg 


atgacagccc 


cattggatgg 


tgggataaaa 


ttccacttat 


tgttcatggt 


2220 


aggtatcaat 


tcaatattgc 


caacgaattg 


tgtcttcata 


tgaaaagtgg 


gagaaaccca 


2280 


cacgagctta 


ttggcaagaa 


tgctggcttt 


gtattttgtt 


ggaaaaataa 


cgtcaaatta 


2340 


gttattgatg 


gtactattaa 


tagtaaagat 


ttggtggtac 


ttgaaagtga 


tgattttata 


2400 


tttgccattc 


ccaattactc 


cattgaagag 


aagaatgtgt 


ggagtttatt 


ttacgatgat 


2460 


ttcgatgacc 


ctgttcctga 


tattgaattg 


gaatcgaaaa 


agtttaataa 


atatgttatc 


2520 


aaattgtcgt 


cttcagaacg 


agtacgttgg 


gtgttaggta 


tgctttttga 


aagaaacaaa 


2580 


tatccaactc 


aaaaattctc 


tgatgaagag 


ttgagagtgt 


caactttcaa 


accacactat 


2640 


gaagttatga 


tcactaatcc 


agctaatgaa 


ttccatccgg 


attcttacga 


gggttatcgt 


2700 


tcggactatg 


ttcatatgtc 


actttctgtg 


atatcccgag 


caaaaactgg 


agagacagct 


2760 


aatactgctt 


atttcactcc 


tttgtcattc 


catcactttt 


tttactggtg 


ggatactttg 


2820 


ttgcattact 


cgccacctcc 


tatcaaaaga 


ggaaaattat 


ttgaaatgga 


tcaggtcaag 


2880 


aaacctaaga 


taaaatttgg 


aacacacatg 


tttacaatga 


agtatcaatt 


aatcttcaac 


2940 


ccggtgacga 


tttcccattt 


gtacagacat 


tcgacgagtg 


atgtaccaaa 


gaaaaatagc 


3000 


agagttgcat 


ttactggttt 


gaaaggaaga 


tttgacgtat 


gtgaaataga 


cttgcatcaa 


3060 


agaagagaat 


atgtcactca 


tgaaaacaag 


aaattaaatc 


gcaaaacaaa 


aatcagacat 


3120 


ttgaaaatga 


atcaagctga 


agtgaatatt 


gaaaatgccg 


acgcaagagt 


tatttatgcg 


3180 


ttattcaatg 


atacttctgt 


aactggtaaa 


ttgatgacgt 


atttgaatgc 


tgattcactg 


3240 


gattcatcaa 


ctgatggttc 


acaatctctg 


gattatcgtg 


gctcatcata 


tctgagatgg 


3300 


cttgaaaatg 


tggagataag 


tgatggtgat 


ttttcgtggt 


atgatccaaa 


agatttcatt 


3360 
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gagttagaag 


ttagggaacc 


attgtcccca 


taccctaaaa 


caaagatatt 


gccatttttc 


3420 


gcgacaccaa 


agttcagtta 


ttatagggaa 


tttacattgc 


aaaaggatgg 


cccattccca 


3480 


tttggtagtg 


agaaaattca 


tgattgtatt 


atgaatttgg 


ataaacctgc 


tatagtacaa 


3540 


agtcgaattt 


tactagaccg 


tcttcagaat 


ttggaggatg 


agttagctca 


taatgaggaa 


3600 


atgttacgtc 


gatttaaaat 


tcaaaatggt 


cctgagttcc 


agcatgatat 


tcgaatgaca 


3660 


gagcaagaga 


tttcaacgtt 


gaaagaaaaa 


gttgaagttg 


ttcgtgctgc 


ctataacgga 


3720 


ttcagtgatg 


atgaatttgg 


tggtttgccg 


ctgtcttctg 


caaataatgt 


tgctgatgat 


3780 


gatgatggtt 


caagttcatt 


gctgagatcg 


agcactgggt 


tatctgcata 


ttcaagtcac. 


3840 


gtaacacagg 


atcaaatgct 


gcaggcagct 


gcatttgttt 


cgattgccga 


atttcacaac 


3900 


cgattcatct 


tacataactt 


gactttgaaa 


tgggacgaca 


atatttctaa 


atattttatc 


3960 


agttacatga 


aacgaatagc 


cgagaggaaa 


agtcatattt 


actacatgac 


caaatatgcg 


4020 


gttgatttag 


ttgagaaagt 


tatgcaagaa 


aacgcaaaag 


aaggggaacc 


caccctgcag 


4080 


ccaagagaaa 


aggtgtttca 


aaagtctttt 


aaacaagccg 


acaatatcgt 


ggatagtttt 


4140 


gaagatgatt 


tagatgaagt 


caaagattct 


gaaagagaag 


aacctgagta 


taaatacctc 


4200 


gttaaattga 


tacacccaca 


gatccaaatg 


atcagcagaa 


aagcaccaga 


ttcttgtgtc 


4260 


ttgattagtt 


cgaaagatct 


cgagcttcgg 


atagttgata 


ttaacatgaa 


agatagagtg 


4320 


aatattttgt 


cggagaataa 


tgagatgaca 


gctagaatag 


aaagaagaac 


tggtgtgttg 


4380 


tttagagaag 


agcaattatt 


tgttttacaa 


agagatgaag 


tggttagtaa 


tgccaagctg 


4440 


aaatttgcca 


aaaatggata 


catgtccgat 


aaatacaact 


ggccaccgtg 


gtttgaatgt 


4500 


gaagtatgtt 


atgatggttc 


atgggcacac 


/-w +- a 4- ^ /•■r/T 

gagtatutyg 


f^fpf naaaa 
LLLL Ly dacta 


d d d \— d I— d l_ d 


4560 


gccataatac 


aaaagtcccc 


aaatcagttg 


tttattagct 


cagagaaatt 


ggagcaagga 


4620 


aatgaacttg 


ttgtttacct 


ttccaaatat 


gtcattaacg 


caacttctgc 


acaatattcg 


4680 


agtatttatt 


atgtcataac 


agggttactt 


ctttcaaacg 


atgacaaaga 


gagtaattat 


4740 


aatggtcgtt 


tgccacggtt 


aatggacttg 


gcggatgcat 


ctgattttga 


aggattagat 


4800 


gtccgtgtg 












4809 



<210> 105 
<211> 1603 
<212> PRT 
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<213> Candida albicans 
<400> 105 

Met Val Cys Lys Glu Gly Leu Pro Ser His Lys Leu Tyr Asp Glu Lys 
15 10 15 



Leu Gly Lys Glu lie Asp Leu Lys 
20 

Lys Val Phe Asp Phe Ser Val Thr 
35 40 



Asp Phe Arg Arg Gly lie Ser Phe 
25 30 

Tyr Lys Leu Ala Arg Lys His Phe 
45 



Glu Thr Ser Val Ala Leu Leu Lys Ala Phe Thr Leu Ser Glu Tyr Ala 
50 55 60 

Ser Glu Tyr lie Glu Asp Phe Asp Lys Val Thr Glu Val Gin Val Ser 
65 70 75 80 

Glu Ser Glu lie Ser Asp Leu Ser Ser lie Asn Ser Ala Glu Ser lie 
85 90 95 

Pro Leu Asn Asp Ala Ser Pro Ser Glu Leu Asp Glu Ser Asn Thr Lys 
100 105 110 

Lys lie Lys Thr Val Leu Thr Val Arg Asp lie Leu Val Ser Asn Ala 
115 120 125 



Gly Lys Ser Asp Glu Lys Asp Pro Asp Arg Leu Thr Leu Ser lie Pro 
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130 

Glu Val Asp Gly 
145 

Ala Lys Thr Met 

Thr Lys Asn Gin 
180 

Leu Asp Val His 
195 

Lys Val Asp Val 
210 

Leu Val Leu Lys 
225 

Asp Pro Ser Thr 

Lys Phe Ser lie 
260 

lie Ser Thr Arg 
275 



135 

Arg Val Asp Met 
150 

Leu Glu Arg Phe 
165 

lie Lys lie lie 

Leu Asp Ser Val 
200 

Met lie Glu lie 
215 

Ser Ala Asp lie 
230 

Lys Phe Trp Ala 
245 

Asp Phe Thr Lys 

Ser lie Arg lie 
280 



140 

Phe Leu Val Trp 
155 

Lys Pro Thr Val 
170 

Arg Gly Pro Arg 
185 

Ala Leu Val lie 

Asp Arg Ala Arg 
220 

Val Asn Cys Arg 
235 

Arg Leu Leu lie 
250 

Ser lie His Asp 
265 

Ser Val Pro Asn 



Cys Cys Phe Tyr 
160 

Glu Ser Ser Cys 
175 

Lys Lys Leu Lys 
190 

Arg Leu Pro Arg 
205 

Leu Lys Asn Ala 

Leu Tyr Val Val 
240 

lie Lys Glu Pro 
255 

Ala Tyr Phe Gly 
270 

Arg Phe Leu Phe 
285 
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Tyr Thr Val lie 
290 

Leu Ser Gin Asn 
305 

Thr lie Tyr Pro 

lie Lys Thr Ala 
340 

Asn Lys Leu Ala 
355 

Arg lie Arg Lys 
370 

Asp Gly Val Glu 
385 

Ala Ala Pro lie 

Ser Thr Met Thr 
420 



Asp Asn Phe lie 
295 

Phe Arg Tyr Phe 
310 

Ser Gin Lys Asn 
325 

Val Leu Gly Met 

Leu lie Phe Glu 
360 

Trp Lys Ala Phe 
375 

Ser Asn lie Glu 
390 

Pro Ser Pro Ala 
405 

Pro Asn Val Ala 



Thr Phe Phe Lys 
300 

Asn Trp Gly lie 
315 

Ala lie Val Phe 
330 

Glu Leu Arg Ala 
345 

Leu Gly Lys lie 

Glu Lys Lys Ser 
380 

Asp Gin lie Glu 
395 

Pro lie Ala Ser 
410 

Gly Asp Ser lie 
425 



Ala lie Lys Gin 

Asp Glu Phe Glu 
320 

Pro His Val Asn 
335 

Asp Pro Phe Glu 
350 

Glu Gin Lys Glu 
365 

Gin Glu lie Leu 

Leu Ser Asn lie 
400 

Lys Thr Thr Thr 
415 

Thr Arg Pro Asp 
430 



Ser Pro Pro Arg Ser Gly Ser Ser Glu Cys Ser Phe Thr Ser Gly Ala 
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435 

Gly Leu lie Lys 
450 

Ser Val Asn Gly 
465 

Lys Tyr Thr Val 

Arg Leu Phe Glu 
500 

Phe Glu Glu Thr 
515 

Trp Gly Ser His 
530 

Val Glu Tyr Asp 
545 

Val Asp Leu Thr 

Leu Tyr Asp Tyr 
580 



440 

Asn Lys Leu Leu 
455 

Val Ala Pro Val 
470 

Glu Glu Ala Glu 
485 

As n Phe Ser Lys 

Lys Cys Arg Lys 
520 

Asp lie Asn Glu 
535 

His Gly Lys Pro 
550 

Leu Asp Lys Phe 
565 

Ala Lys His Gin 



Asn Arg Lys Lys 
460 

Asn Glu lie Glu 
475 

Glu Arg lie Ala 
490 

Ser Trp Cys Arg 
505 

Trp Lys Glu Arg 

Val Met Lys Glu 
540 

Leu Thr Gly Ala 
555 

Lys Leu Gly Asp 
570 

Pro Lys Leu Thr 
585 



445 

Pro Thr Lys Thr 

Pro Ala Asp Ala 
480 

Glu Ala Lys Glu 
495 

Lys Tyr Arg Val 
510 

Gly Glu Asn lie 
525 

Lys Tyr Asp lie 

lie Phe Arg Asp 
560 

Val Asp Lys Phe 
575 

Tyr Ser lie Leu 
590 
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Cys Pro Met Tyr 
595 

Lys Asp Tyr Pro 
610 

Ser Ser Pro Thr 
625 

Leu Phe Ser Arg 

Pro Ala Val Pro 
660 

lie Pro Arg Thr 
675 

Asp Leu Asn Thr 
690 

Gin Pro Ala Phe 
705 

Pro Ala lie Asp 
lie Val His Gly 



Val Glu Leu Lys 
600 

Leu Pro Val Ala 
615 

lie His lie Lys 
630 

Lys Glu Glu Leu 
645 

Asp Asp Gly Arg 

Leu Thr Pro Val 
680 

Asp Arg Ser Cys 
695 

Ser Ala Met Ala 
710 

Asp Ser Pro lie 
725 

Arg Tyr Gin Phe 



Ala Arg Lys Phe 

Ser Phe Pro Arg 
620 

Thr Asn Leu Val 
635 

Arg Tyr lie Tyr 
650 

Ala Asp Asn Phe 
665 

Lys Val Ala Ala 

Thr He Ser Trp 
700 

Met Ala Phe Glu 
715 

Gly Trp Trp Asp 
730 

Asn He Ala Asn 



Tyr Met He Leu 
605 

Ser Asn Thr Pro 

He His Glu Lys 
640 

Val Pro Phe Ser 
655 

Tyr Ser Val Asn 
670 

Asp Phe Asn Cys 
685 

Cys Lys Ser Tyr 

Asn Phe Thr Lys 
720 

Lys He Pro Leu 
735 

Glu Leu Cys Leu 



740 

His Met Lys Ser 
755 

Gly Phe Val Phe 
770 

Thr lie Asn Ser 
785 

Phe Ala lie Pro 

Phe Tyr Asp Asp 
820 

Lys Lys Phe Asn 
835 

Arg Trp Val Leu 
850 

Lys Phe Ser Asp 
865 

Glu Val Met lie 



Gly Arg Asn Pro 
760 

Cys Trp Lys Asn 
775 

Lys Asp Leu Val 
790 

Asn Tyr Ser lie 
805 

Phe Asp Asp Pro 

Lys Tyr Val lie 
840 

Gly Met Leu Phe 
855 

Glu Glu Leu Arg 
870 

Thr Asn Pro Ala 
885 
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745 

His Glu Leu lie 

Asn Val Lys Leu 
780 

Val Leu Glu Ser 
795 

Glu Glu Lys Asn 
810 

Val Pro Asp lie 
825 

Lys Leu Ser Ser 

Glu Arg Asn Lys 
860 

Val Ser Thr Phe 
875 

Asn Glu Phe His 
890 



750 

Gly Lys Asn Ala 
765 

Val lie Asp Gly 

Asp Asp Phe lie 
800 

Val Trp Ser Leu 
815 

Glu Leu Glu Ser 
830 

Ser Glu Arg Val 
845 

Tyr Pro Thr Gin 

Lys Pro His Tyr 
880 

Pro Asp Ser Tyr 
895 
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Glu Gly Tyr Arg Ser Asp Tyr Val His Met Ser Leu Ser Val lie Ser 
900 905 910 

Arg Ala Lys Thr Gly Glu Thr Ala Asn Thr Ala Tyr Phe Thr Pro Leu 
915 920 925 

Ser Phe His His Phe Phe Tyr Trp Trp Asp Thr Leu Leu His Tyr Ser 
930 935 940 

Pro Pro Pro lie Lys Arg Gly Lys Leu Phe Glu Met Asp Gin Val Lys 
945 950 955 960 

Lys Pro Lys lie Lys Phe Gly Thr His Met Phe Thr Met Lys Tyr Gin 
965 970 975 

Leu lie Phe Asn Pro Val Thr lie Ser His Leu Tyr Arg His Ser Thr 
980 985 990 

Ser Asp Val Pro Lys Lys Asn Ser Arg Val Ala Phe Thr Gly Leu Lys 
995 1000 1005 

Gly Arg Phe Asp Val Cys Glu lie Asp Leu His Gin Arg Arg Glu Tyr 
1010 1015 1020 

Val Thr His Glu Asn Lys Lys Leu Asn Arg Lys Thr Lys lie Arg His 
1025 1030 1035 1040 

Leu Lys Met Asn Gin Ala Glu Val Asn lie Glu Asn Ala Asp Ala Arg 
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1045 1050 1055 

Val lie Tyr Ala Leu Phe Asn Asp Thr Ser Val Thr Gly Lys Leu Met 
1060 1065 1070 

Thr Tyr Leu Asn Ala Asp Ser Ser Asp Ser Ser Thr Asp Gly Ser Gin 
1075 1080 1085 

Ser Ser Asp Tyr Arg Gly Ser Ser Tyr Ser Arg Trp Leu Glu Asn Val 
1090 1095 1100 

Glu lie Ser Asp Gly Asp Phe Ser Trp Tyr Asp Pro Lys Asp Phe lie 
1105 1110 1115 1120 

Glu Leu Glu Val Arg Glu Pro Leu Ser Pro Tyr Pro Lys Thr Lys lie 
1125 1130 1135 

Leu Pro Phe Phe Ala Thr Pro Lys Phe Ser Tyr Tyr Arg Glu Phe Thr 
1140 1145 1150 

Leu Gin Lys Asp Gly Pro Phe Pro Phe Gly Ser Glu Lys lie His Asp 
1155 1160 1165 

Cys lie Met Asn Leu Asp Lys Pro Ala lie Val Gin Ser Arg lie Leu 
1170 1175 1180 



Leu Asp Arg Leu Gin Asn Leu Glu Asp Glu Leu Ala His Asn Glu Glu 
1185 1190 1195 1200 
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Met Leu Arg Arg Phe Lys lie Gin Asn Gly Pro Glu Phe Gin His Asp 
1205 1210 1215 

lie Arg Met Thr Glu Gin Glu lie Ser Thr Leu Lys Glu Lys Val Glu 
1220 1225 1230 

Val Val Arg Ala Ala Tyr Asn Gly Phe Ser Asp Asp Glu Phe Gly Gly 
1235 1240 1245 

Leu Pro Ser Ser Ser Ala Asn Asn Val Ala Asp Asp Asp Asp Gly Ser 
1250 1255 1260 

Ser Ser Leu Ser Arg Ser Ser Thr Gly Leu Ser Ala Tyr Ser Ser His 
1265 1270 1275 ' 1280 

Val Thr Gin Asp Gin Met Ser Gin Ala Ala Ala Phe Val Ser lie Ala 
1285 1290 1295 

Glu Phe His Asn Arg Phe lie Leu His Asn Leu Thr Leu Lys Trp Asp 
1300 1305 1310 

Asp Asn lie Ser Lys Tyr Phe lie Ser Tyr Met Lys Arg lie Ala Glu 
1315 1320 1325 

Arg Lys Ser His lie Tyr Tyr Met Thr Lys Tyr Ala Val Asp Leu Val 
1330 1335 1340 

Glu Lys Val Met Gin Glu Asn Ala Lys Glu Gly Glu Pro Thr Ser Gin 



272 



1345 1350 1355 1360 

Pro Arg Glu Lys Val Phe Gin Lys Ser Phe Lys Gin Ala Asp Asn lie 
1365 1370 1375 

Val Asp Ser Phe Glu Asp Asp Leu Asp Glu Val Lys Asp Ser Glu Arg 
1380 1385 1390 

Glu Glu Pro Glu Tyr Lys Tyr Leu Val Lys Leu lie His Pro Gin lie 
1395 1400 1405 

Gin Met lie Ser Arg Lys Ala Pro Asp Ser Cys Val Leu lie Ser Ser 
1410 1415 1420 

Lys Asp Leu Glu Leu Arg lie Val Asp lie Asn Met Lys Asp Arg Val 
1425 1430 1435 1440 

Asn lie Leu Ser Glu Asn Asn Glu Met Thr Ala Arg lie Glu Arg Arg 
1445 1450 1455 

Thr Gly Val Leu Phe Arg Glu Glu Gin Leu Phe Val Leu Gin Arg Asp 
1460 1465 1470 

Glu Val Val Ser Asn Ala Lys Ser Lys Phe Ala Lys Asn Gly Tyr Met 
1475 1480 1485 



Ser Asp Lys Tyr Asn Trp Pro Pro Trp Phe Glu Cys Glu Val Cys Tyr 
1490 1495 1500 
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Asp Gly Ser Trp Ala His Glu Tyr Leu Val Ser Glu Lys Asn Thr lie 
1505 1510 1515 1520 

Ala lie lie Gin Lys Ser Pro Asn Gin Leu Phe lie Ser Ser Glu Lys 
1525 1530 1535 

Leu Glu Gin Gly Asn Glu Leu Val Val Tyr Leu Ser Lys Tyr Val lie 
1540 1545 1550 

Asn Ala Thr Ser Ala Gin Tyr Ser Ser lie Tyr Tyr Val lie Thr Gly 
1555 1560 1565 

Leu Leu Leu Ser Asn Asp Asp Lys Glu Ser. Asn Tyr Asn Gly Arg Leu 
1570 1575 1580 

Pro Arg Leu Met Asp Leu Ala Asp Ala Ser Asp Phe Glu Gly Leu Asp 
1585 1590 1595 1600 

Val Arg Val 



<210> 106 

<211> 728 

<212> DNA 

<213> Candida albicans 



<400> 106 
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ctctatatat 


agtgaaatat 


aacatcaaat 


aatgtacaaa 


aaagtataat 


aaattgattt 


60 


agaaatgaga 


aaaagaaaaa 


aacttgaagt 


agtgaagata 


tatttgttgg 


ctatctttct 


120 


tqqtatgqct 


caattcagcc 


aatcttggat 


gaaaggttgg 


agttttagtt 


tcgtggttta 


180 


ttgatttgta 


agtactttcg 


ggctagaagg 


ttaacaaaca 


tgattaatct 


tgatatagat 


240 


atttgtaaaa 


catttggtgc 


tccttcttaa 


tcaccaagaa 


ggtttgggca 


actatctttc 


300 


ctcatgaaat 


ctgtatatgt 


tgattgatcg 


gttctattca 


tgtagatttt 


cagattttag 


360 


taaaaacttt 


tttgtccaaa 


ctttttggtg 


taagatttct 


actcaaattg 


ttgaaaaaaa 


420 


tattttcact 


cactccttac 


cacttttctt 


cttttttact 


at tgcaacaa 


at t aagccat 


a o n 


ttaattcaag 


tttctttatc 


tatttgatac 


aaataatgct 


acatcttcga 


taaataaaac 


540 


cctaccaaac 


taaatattaa 


cgattagtaa 


ttagaaatca 


aatcttattg 


caagcattct 


600 


gttttttgtt 


aaactgaata 


tatatttaga 


caaatttcta 


attattctaa 


cattatggtt 


660 


agaacaaaaa 


aaaaggaaaa 


gatacaataa 


tgattgaaca 


atcaatttca 


acggttattc 


720 


tctatacg 
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<210> 107 
<211> 52 
<212> PRT 

<213> Candida albicans 
<400> 107 

Met Leu lie Asp Arg Phe Tyr Ser Cys Arg Phe Ser Asp Phe Ser Lys 
1 5 .10 15 

Asn Phe Phe Val Gin Thr Phe Trp Cys Lys lie Ser Thr Gin lie Val 



Glu Lys Asn lie Phe Thr His Ser Leu Pro Leu Phe Phe Phe Phe Thr 



20 



25 



30 



35 



40 



45 
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lie Ala Thr Asn 
50 



<210> 108 
<211> 440 
<212> DNA 

<213> Candida albicans 
<400> 108 

ctttacttat gtagatgttg ttcatgaatt tgtatgaacg gactatggct aggatttggc 60 
caatctcggt attactatct tttcaagttc aaagattggg aaactcgtgt attttcgtac 120 
tgtctacatt ttcttaaatt tgataaacgc atagtaagtc tttgcttgat atactatgag 180 
atgattagaa ttaaaaagta gacgactagt ttcactagat ttattgaagt gtcaaaatat 240 
attcagattg gttgcaactg atggtctcga aaatgcaaca ggattttttt ccccaatttt 300 
ttgcaaattt ttgtcaaata gagtagaaag taccagtatt cgaaattgtc acgataaagc 360 
gattataaat cgtacaaata tttcaattta tcatttaaac acatgtcctc atctgtgttg 420 
tatgtatgag acataactag 44 0 

<210> 109 
<211> 55 
<212> PRT 

<213> Candida albicans 



<400> 109 

Met Asn Gly Leu Trp Leu Gly Phe Gly Gin Ser Arg Tyr Tyr Tyr Leu 
15 10 15 
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Phe Lys Phe Lys Asp Trp Glu Thr Arg Val Phe Ser Tyr Cys Leu His 
20 25 30 

Phe Leu Lys Phe Asp Lys Arg lie Val Ser Leu Cys Leu lie Tyr Tyr 
35 40 45 

Glu Met He Arg He Lys Lys 
50 55 



<210> 110 
<211> 481 
<212> DNA 

<213> Candida albicans 



<400> 110 



gtgctcttaa 


aagtgtgtgc 


taccaaacat 


gcggtcttag 


aaataagtgc 


tcttttttct 


60 


gtgctcttaa 


aagtgtgtgc 


taccaaaaat 


gtgctcttaa 


atgtgtgctc 


tcttttctgc 


120 


ggtcttgatt 


ttgtatgtgt 


gctctctttt 


ctgcggtctt 


ctaacaaaaa 


aaaatgtggt 


180 


cttaacccag 


cgctacccaa 


aaacatgcgg 


tcttaaaaaa 


gtgccaatat 


ctcagccaca 


240 


gcaaccgcta 


caaactccat 


cttttgcaca 


acacatcttc 


attggcctgc 


cgacctgcca 


300 


ttacaatttg 


cgctcaccct 


ctcttatagt 


tgttgctcca 


cactctctca 


aacttacccc 


360 


aaatttcgcc 


atttttcaaa 


aattctccct 


ttttcgggtc 


gtgcacgcgc 


aaatccactt 


420 


tttttctgct 


ggtccaaaaa 


atacccgttt 


tttcaacccc 


ccagaactcg 


acgtatatta 


480 



481 



<210> 111 
<211> 126 
<212> PRT 
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<213> Candida albicans 
<400> 111 

Met Cys Ala Leu Phe Ser Ala Val Leu lie Leu Tyr Val Cys Ser Leu 
15 10 15 

Phe Cys Gly Leu Leu Thr Lys Lys Asn Val Val Leu Thr Gin Arg Tyr 
20 25 30 

Pro Lys Thr Cys Gly Leu Lys Lys Val Pro lie Ser Gin Pro Gin Gin 
35 40 45 

Pro Leu Gin Thr Pro Ser Phe Ala Gin His lie Phe lie Gly Ser Pro 
50 55 . 60 

Thr Cys His Tyr Asn Leu Arg Ser Pro Ser Leu lie Val Val Ala Pro 
65 70 75 80 

His Ser Leu Lys Leu Thr Pro Asn Phe Ala lie Phe Gin Lys Phe Ser 
85 90 95 

Leu Phe Arg Val Val His Ala Gin lie His Phe Phe Ser Ala Gly Pro 
100 105 110 

Lys Asn Thr Arg Phe Phe Asn Pro Pro Glu Leu Asp Val Tyr 
115 120 125 
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<210> 112 
<211> 259 
<212> PRT 

<213> Candida albicans 



<400> 112 

Met Ser lie lie Phe Arg Lys Arg 
1 5 



Ala Ser Leu Tyr Phe Gly Asn lie 
20 



Met Tyr Glu Leu Phe lie Gin Phe 
35 40 



Pro Lys Asp Arg lie Leu Lys Thr 
50 55 



Phe Lys Asn Ser Ala Asp Ala Lys 
65 70 



Leu Asp Ser Asp Arg. Asn lie Asp 
10 15 

Asp Pro Gin Val Thr Glu Leu Leu 
25 30 

Gly Pro Val Lys Ser lie Asn Met 
45 

His Gin Gly Tyr Gly Phe Val Glu 
60 

Tyr Thr Met Glu lie Leu Arg Gly 

75 80 



lie Arg Leu Tyr Gly Lys Ala Leu 
85 

Ser Gin Ser Ser Thr Asn Asn Pro 
100 

Val Gin Ser Asp Leu lie Asn Pro 
115 120 



Lys Leu Lys Arg lie Asp Ala Lys 
90 95 

Asn Asn Gin Thr lie Gly Thr Phe 
105 HO 

Asn Tyr lie Asp Val Gly Ala Lys 
125 
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Leu Phe lie Asn Asn Leu Asn Pro Leu Val Asp Glu Ser Phe Leu Met 
130 135 140 

Asp Thr Phe Ser Lys Phe Gly Thr Leu lie Arg Asn. Pro He He Arg 
145 150 155 160 

Arg Asp Ser Glu Gly His Ser Leu Gly Tyr Gly Phe Leu Thr Tyr Asp 
165 170 175 

Asp Phe Glu Ser Ser Asp Leu Cys He Gin Lys Met Asn Asn Thr He 
180 185 190 

Leu Met Asn Asn Lys He Ala He Ser Tyr Ala Phe Lys Asp Ser Ser 
195 200 205 

Val Asp Gly Lys Lys Ser Arg His Gly Asp Gin Val Glu Arg Lys Leu 
210 215 220 

Ala Glu Ser Ala Lys Lys Asn Asn Leu Leu Val Thr Lys Thr Ser Lys 
225 230 235 240 

Ala Gly Thr Thr Lys Gly Asn Lys Arg Lys Asn Lys Pro His Lys Val 
245 250 255 



Thr Lys Pro 
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<210> 113 
<211> 2021 
<212> DNA 

<213> Candida albicans 
<400> 113 

atggaaaaaa ttgacattaa tacaaattca 
gttagaggag acccaaatgc aacattcgtc 
gacgtcactg aaacagggga cggatcatta 
caagttcaat ttggtttagc cagggttact 
ttgttaggat ggtgtcctga cagtgctcca 
tttgctgatg tgtccagagt attgagcgga 
gatgatttag acgtgaatga attcttgaat 
tccactcaaa cttccggact caaaaaacca 
cctgttgttg ctaaatctag ttctgcttca 
aagcctgttg ctccagctaa gccaaaacca 
gatgctgaag acgttgagga aagagacttt 
gcatataaac caacaaaggt taacattgac 
agctcaactc ctaaaacatt caaatctgaa 
caatccaaac ctttatcgga aaggatgaaa 
agattgactt ctttaccaaa accaaagatt 
agtgcatctg ggaatggtgc tgctcctgcg 
tcagttgatt caagaaagga taaattggta 
aatggaaaaa ctccggcaca aatttgggct 
tccgatgaga aagaaactaa ctcaagtgaa 
gccgacttgg ccaaaaaatt tgaagaaaag 
ccaactagaa acttaccacc agcaccacca 
aaagacaaar aagaaaagga agaggaagaa 



aacaaaatcc aacaagcata cgataaagtt 60 
gtttattctg ttgacaaaaa cgccactatg 120 
gaggattttg ttgaacattt tactgatgga 180 
gttccaggat ctgacgtttc caaaaacatc 240 
gcaaaattga gattgtcatt tgccaataat 3 00 
taccatgtgc aaattactgc aagggatcaa 360 
agagttggtg ctgctgctgg tgcaagatat 420 
tcccctgctg cacctaaacc tacttcaaaa 480 
aaaccttcat ttgtacccaa atctactggg 540 
aagaacatca ccaaggatgc tggttggggt 600 
gacaagaaac ctttggataa cgttccatcg 660 
gaattgagaa aacaaaaatc agatacaact 720 
ccacaagaag aaaagaatga cgatgatggg 780 
gcctatgatc aaccatcaag tagtgatgga 84 0 
ggacattctg ttgccgataa atataaagct 900 
tttggtgcta aaccagcatt tggtacacaa 960 
ggtggtttgt cgagagattt tggtgctgaa 102 0 
gaaaaaaggg gaaaatacaa aacagtggcc 1080 
aaagttgatg agccagagga acatcatgct 114 0 
gcaaatattg ctggcgatac tccttccttg 1200 
gcacgagaaa ccgcaattcc atctaacgaa 1260 
caagctccag caccatcttt gcctactaga 1320 
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aacttaccac 


caccgtcaca 


aagacaacct 


gagcccgaac 


cagaaccaga 


agaagaggag 


1380 


gaagaagaag 


aagargaggc 


tcctgctcca 


agcttaccag 


caagaaatct 


cccaccagca 


1440 


ccaaaagcag 


aagcagaaga 


atcaaaaaaa 


cagtcaacca 


cagccaccgc 


agagtatgat 


1500 


tacgaaaagg 


acgaagataa 


tgaaattgga 


ttctccgaag 


gtgacttgat 


tattgatatt 


1560 


gaatttgtgg 


atgacgattg 


gtggcaaggt 


aaacatgcta 


aaactggtga 


agttggtttg 


1620 


tttcctgcca 


cttatgtgtc 


attaaatgaa 


aaagctgctg 


acaaagaaga 


ggaagcccca 


1680 


gctccagctc 


cagcgccatc 


attaccttct 


agagaagaaa 


cacaagcagc 


accagcatta 


1740 


ccaagtagat 


cagagcaaaa 


accagaatca 


aaaactgcta 


cagctgaata 


cgattacgaa 


1800 


aaggacgaag 


acaatgaaat 


tggtttttca 


gaaggtgatt 


tgattgttga 


aatcgaattt 


1860 


gttgacgatg 


attggtggca 


aggaaaacat 


tccaagacag 


gagaagtcgg 


attgttccct 


1920 


gctaactatg 


ttgtcttgaa 


tgagtagatt 


tagtataaac 


aatattcgtt 


ttttttttat 


1980 


atgaatctat 


aatataaata 


caaagaaaag 


ataaattggt 


g 
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<210> 114 
<211> 648 
<212> PRT 

<213> Candida albicans 
<400> 114 

Met Glu Lys lie Asp lie Asn Thr Asn Ser Asn Lys lie Gin Gin Ala 
15 10 15 

Tyr Asp Lys Val Val Arg Gly Asp Pro Asn Ala Thr Phe Val Val Tyr 
20 25 30 



Ser Val Asp Lys Asn Ala Thr Met Asp Val Thr 
35 40 



Glu Thr Gly Asp Gly 
45 
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Ser Leu Glu Asp 
50 

Gly Leu Ala Arg 
65 

Leu Leu Gly Trp 

Phe Ala Asn Asn 
100 

Val Gin lie Thr 
115 

Leu Asn Arg Val 
130 

Ser Gly Leu Lys 
145 

Pro Val Val Ala 

Lys Ser Thr Gly 
180 

lie Thr Lys Asp 
195 



Phe Val Glu His 
55 

Val Thr Val Pro 
70 

Cys Pro Asp Ser 
85 

Phe Ala Asp Val 

Ala Arg Asp Gin 
120 

Gly Ala Ala Ala 
135 

Lys Pro Ser Pro 
150 

Lys Ser Ser Ser 
165 

Lys Pro Val Ala 

Ala Gly Trp Gly 
200 



Phe Thr Asp Gly 
60 

Gly Ser Asp Val 
75 

Ala Pro Ala Lys 
90 

Ser Arg Val Leu 
105 

Asp Asp Leu Asp 

Gly Ala Arg Tyr 
140 

Ala Ala Pro Lys 
155 

Ala Ser Lys Pro 
170 

Pro Ala Lys Pro 
185 

Asp Ala Glu Asp 



Gin Val Gin Phe 

Ser Lys Asn lie 
80 

Leu Arg Leu Ser 
95 

Ser Gly Tyr His 
110 

Val Asn Glu Phe 
125 

Ser Thr Gin Thr 

Pro Thr Ser Lys 
160 

Ser Phe Val Pro 
175 

Lys Pro Lys Asn 
190 

Val Glu Glu Arg 
205 
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Asp Phe Asp Lys 
210 

Thr Lys Val Asn 
225 

Ser Ser Thr Pro 

Asp Asp Asp Gly 
260 

Asp Gin Pro Ser 
275 

Lys lie Gly His 
290 

Asn Gly Ala Ala 
305 

Ser Val Asp Ser 

Phe Gly Ala Glu 
340 



Lys Pro Leu Asp 
215 

lie Asp Glu Leu 
230 

Lys Thr Phe Lys 
245 

Gin Ser Lys Pro 

Ser Ser Asp Gly 
280 

Ser Val Ala Asp 
295 

Pro Ala Phe Gly 
310 

Arg Lys Asp Lys 
325 

Asn Gly Lys Thr 



Asn Val Pro Ser 
220 

Arg Lys Gin Lys 
235 

Ser Glu Pro Gin 
250 

Leu Ser Glu Arg 
265 

Arg Leu Thr Ser 

Lys Tyr Lys Ala 
300 

Ala Lys Pro Ala 
315 

Leu Val Gly Gly 
330 

Pro Ala Gin lie 
345 



Ala Tyr Lys Pro 

Ser Asp Thr Thr 
240 

Glu Glu Lys Asn 
255 

Met Lys Ala Tyr 
270 

Leu Pro Lys Pro 
285 

Ser Ala Ser Gly 

Phe Gly Thr Gin 
320 

Leu Ser Arg Asp 
335 

Trp Ala Glu Lys 
350 



Arg Gly Lys Tyr 
355 

Ser Glu Lys Val 
370 

Lys Lys Phe Glu 
385 

Pro Thr Arg Asn 

Pro Ser Asn Glu 
420 

Pro Ala Pro Ser 
435 

Gin Pro Glu Pro 
450 

Xaa Glu Ala Pro 
465 

Pro Lys Ala Glu 

Ala Glu Tyr Asp 
500 



# 

Lys Thr Val Ala 
360 

Asp Glu Pro Glu 
375 

Glu Lys Ala Asn 
390 

Leu Pro Pro Ala 
405 

Lys Asp Lys Xaa 

Leu Pro Thr Arg 
440 

Glu Pro Glu Pro 
455 

Ala Pro Ser Leu 
470 

Ala Glu Glu Ser 
485 

Tyr Glu Lys Asp 
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Ser Asp Glu Lys 

Glu His His Ala 
380 

lie Ala Gly Asp 
395 

Pro Pro Ala Arg 
410 

Glu Lys Glu Glu 
425 

Asn Leu Pro Pro 

Glu Glu Glu Glu 
460 

Pro Ala Arg Asn 
475 

Lys Lys Gin Ser 
490 

Glu Asp Asn Glu 
505 




Glu Thr Asn Ser 
365 

Ala Asp Leu Ala 

Thr Pro Ser Leu 
400 

Glu Thr Ala lie 
415 

Glu Glu Gin Ala 
430 

Pro Ser Gin Arg 
445 

Glu Glu Glu Glu 

Leu Pro Pro Ala 
480 

Thr Thr Ala Thr 
495 

lie Gly Phe Ser 
510 
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Glu Gly Asp Leu lie 
515 

Gin Gly Lys His Ala 
530 

Tyr Val Ser Leu Asn 
545 

Ala Pro Ala Pro Ala 
565 

Ala Pro Ala Leu Pro 
580 

Ala Thr Ala Glu Tyr 
595 

Phe Ser Glu Gly Asp 
610 

Trp Trp Gin Gly Lys 
625 

Ala Asn Tyr Val Val 



lie Asp lie. Glu Phe Val 
520 

Lys Thr Gly Glu Val Gly 
535 

Glu Lys Ala Ala Asp Lys 

550 555 

Pro Ser Leu Pro Ser Arg 
570 

Ser Arg Ser Glu Gin Lys 
585 

Asp Tyr Glu Lys Asp Glu 
600 

Leu lie Val Glu lie Glu 
615 

His Ser Lys Thr Gly Glu 
630 635 

Leu Asn Glu 



Asp Asp Asp Trp Trp 
525 

Leu Phe Pro Ala Thr 
540 

Glu Glu Glu Ala Pro 
560 

Glu Glu Thr Gin Ala 
575 

Pro Glu Ser Lys Thr 
590 

Asp Asn Glu lie Gly 
605 

Phe Val Asp Asp Asp 
620 

Val Gly Leu Phe Pro 
640 



645 



